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<170> PERL Program 

<210> 1 

<211> 102 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2847449CD1 

<400> 1 

Met Thr Thr Ala Thr Pro Leu Gly Asp Thr Thr Phe Phe Ser Leu 
15 10 15 

Asn Met Thr Thr Arg Gly Glu Asp Phe Leu Tyr Lys Ser Ser Gly 

20 25 30 

Ala lie Val Ala Ala lie Val Val Val Val lie lie lie Phe Thr 

35 40 45 

Val Val Leu lie Leu Leu Lys Met Tyr Asn Arg Lys Met Arg Thr 

50 55 60 
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Arg Arg Glu Leu Glu Pro Lys Gly Pro 
65 

Ala Val Gly Pro Asn Ser Asn Gly Ser 
80 

Thr Phe Ser Pro Val Asp Val Gin Val 
95 

<210> 2 
<211> 37 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<223> Incyte ID No: 7523642CD1 

<400> 2 

Met Lys Met Ala Ser Phe Leu Ala Phe Leu Leu Leu Asn Phe Arg 
15 10 15 

Val Cys Leu Leu Leu Leu Gin Leu Leu Met Pro His Ser Gly Arg 

20 25 30 

Glu Gin Phe His Ala Cys Phe 

35 

<210> 3 
<211> 379 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 7521994CD1 

<400> 3 

Met Leu Pro Leu Leu Leu 

1 5 
Gly Tyr Gly Tyr Trp Phe 
20 

Thr Asn Asp Pro Asp Glu 
35 

Phe His Leu Leu Trp Asp 
50 

lie Arg Asp Ala Arg Arg 
65 

Leu Lys Ser Lys Trp Met 
80 

Ser Val Arg Val Met Gly 
95 

Leu Thr Cys Ser Val Pro 
110 

lie Phe Ser Trp Met Ser 
125 

Thr Thr Gin Ser Ser Val 
140 

His Ser Thr Asn Leu Thr 
155 

Val Thr Met Glu Arg Thr 
170 

lie Leu Gin Asn Thr Ser 
185 

Leu Arg Leu Leu Cys Asp 
200 

Ser Trp Phe Gin Gly Phe 



Lys Pro Thr Ala Pro Ser 
70 75 

Gin His Pro Ala Thr Val 
85 90 

Glu Thr Arg 

100 



Pro 


Leu Leu 


Trp 


Ala 


Ala 


Ser 


Tyr 


Tyr 






10 










15 


Leu 


Glu Gly 


Ala 


Asp 


Val 


Pro 


Val 


Ala 






25 










30 


Glu 


Val Gin 


Glu 


Glu 


Thr Arg Gly Arg 






40 










45 


Pro 


Arg Arg 


Lys 


Asn 


Cys 


Ser 


Leu 


Ser 






55 










60 


Arg 


Asp Asn 


Ala 


Ala 


Tyr 


Phe 


Phe 


Arg 






70 










75 


Lys 


Tyr Gly 


Tyr 


Ala 


Ser 


Ser 


Lys 


Leu 






85 










90 


Thr 


Leu Glu 


Ser 


Gly His 


Pro 


Ser 


Asn 






100 










105 


Trp 


Val Cys 


Glu 


Gin 


Gly Thr 


Pro 


Pro 






115 










120 


Ala 


Ala Pro 


Thr 


Ser 


Leu 


Gly 


Pro 


Arg 






130 










135 


Leu 


Thr He 


Thr 


Pro 


Arg 


Pro 


Gin 


Asp 






145 










150 


Cys 


Gin Val 


Thr 


Phe 


Pro 


Gly Ala Gly 






160 










165 


He 


Gin Leu 


Asn 


Val 


Ser 


Ser 


Phe 


Lys 






175 










180 


Ser 


Leu Pro 


Val 


Leu 


Glu 


Gly Gin Ala 






190 










195 


Ala 


Asp Gly 


Asn 


Pro 


Pro 


Ala 


His 


Leu 






205 










210 


Pro 


Ala Leu 


Asn 


Ala 


Thr 


Pro 


He 


Ser 
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215 






Asn 




Gly Val 


Leu 


Glu 


Leu 










230 






Gly 


Asp 


Phe 


Thr 


Cys 
245 


Arg 


Ala 


lie 


Ser 


Leu 


Ser 


Leu 

260 


Phe 


Val 




VaXy 


Val 


Leu 


Gly Ala 


Val 










275 






Val 


Phe 


Leu 


Cys 


Val 
290 


Cys 


Phe 


Lys 


Lys 


Ala 


Ala 


Gin 
305 


Pro 


Val 


Val 


Met 


vaj. 


Ser 


Gly 


Ser 


Arg 










320 




ijxy 


Tl A 

j.j.e 


Val 


Ser 


Asp 
335 


His 


Pro 


Asp 


Glu 


Gin 


Glu 


Leu 
350 


His 


Tyr 


Gin 


Pro 


Gin 


Glu 


Pro 
365 


Lys 


Val 


Lys 


He 


His 


Lys 













220 










225 


Pro 


Gin 


Val 


Gly 


Ser 


Ala 


Glu 


Glu 






235 










240 


Gin 


His 


Pro 


Leu 


Gly 


Ser 


Leu 


Gin 






250 










255 


His 


Trp 


Lys 


Pro 


Glu 


Gly Arg Ala 






265 










270 


Trp Gly Ala 


Ser 


He 


Thr 


Thr 


Leu 






280 










285 


He 


Phe Arg Val 


Lys 


Thr Arg Arg 






295 










300 


Gin 


Asn 


Thr 


Asp 


Asp Val 


Asn 


Pro 






310 










315 


Gly His 


Gin 


His 


Gin 


Phe 


Gin 


Thr 






325 










330 


Ala 


Glu 


Ala 


Gly 


Pro 


He 


Ser 


Glu 






340 










345 


Ala 


Val 


Leu 


His 


Phe 


His 


Lys 


Val 






355 










360 


Thr 


Asp 


Thr 


Glu 


Tyr 


Ser 


Glu 


He 






370 








375 



<210> 4 

<211> 101 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> xaisc_feature 
.<223> Incyte ID No: 7522289CD1 



<400> 4 



Met 


Glu 


Gly 


His Val Tyr 


Trp Thr Asp Asp Glu 


Val 


Trp Ala He 


1 






5 


10 




15 


Arg 


Arg 


Ala 


Tyr Leu Asp 


Gly Ser Gly Ala Gin 


Thr 


Leu He Asn 


Thr 






20 


25 




30 


Lys 


He 


Asn Asp Pro 


Asp Asp He Ala Val 


Asn 


Trp Val Ala 








35 


40 




45 


Arg 


Ser 


Leu 


Tyr Trp Thr 


His Thr Gly Thr Glu 


His 


He Glu Val 


Thr 






50 


55 




60 


Cys 


Leu 


Asn Ser Thr 


Ser His Lys He Leu 


Val 


Ser Glu Asp 








65 


70 




75 


Met 


Asp 


Glu 


Pro Arg Ala 


He Ala Leu His Pro 


Glu Met Gly Arg 








80 


85 




90 


Ser 


Val 


Ser 


Met Arg Arg 


Arg Gly Arg Pro Ser 












95 


100 







<210> 5 

<211> 128 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc^feature 

<223> Incyte ID No: 7522336CD1 

<400> 5 

Met Gin Asp Glu Glu Arg Tyr Met Thr Leu Asn Val Gin Ser Lys 
15 10 15 

Lys Arg Ser Ser Ala Gin Thr Ser Gin Leu Thr Phe Lys Asp Tyr 
20 25 30 
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Ser 


Val 


Thr 


Leu 


His 
35 


Trp 


Tyr 


Lys 


He 


Thr 


Val 


Asn Gly 


lie 


Leu 


Thr 


Leu 


Thr 










50 










Leu 


Val 


Ser 


Gin 


Gly 
65 


Val 


Leu 


Leu 


Lys 


Ser 


Asn 


Ala 


Thr 


Gin 
80 


Tyr 


Glu 


Asp 


Thr 


Asn Gly 


Thr 


Arg 


Arg 


Asn 


He 


Ser 


Asn 










95 










Arg 


Ser 


Ala 


Asp 


Gin 
110 


Thr 


Gly 


Phe 


Tyr 


lie 


Lys 


Leu 


Arg 


Met 
125 


Asp 


Trp 


Ala 





<210> 6 

<211> 121 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7522339CD1 

<400> 6 



Met 


Gly 


Thr 


Ala 


Ser 


Arg 


Ser 


Asn 


He 


1 








5 










Asn 


Leu 


He 


Leu 


Phe 
20 


Cys 


Val 


Glu 


He 


Leu 


Arg 


Ser 


Phe 


Leu 
35 


Thr 


Ala* 


Leu 


Val 


val 


Thr 


Gly Val 


Cys 


Val 


Ala 


Phe 


He 










50 










Ser 


Asn 


Pro 


Leu 


Arg 
65 


Asn 


Lys 


Glu 


He 


Lys 


Lys 


Ser 


Ala 


Arg 
80 


Arg 


He 


Phe 


Gin 


Tyr 


His 


Lys 


Arg 


His 
95 


Val 


Glu 


Thr 


Asn 


Asn 


Asn 


Thr 


Tyr 


Glu 


Asn 


Arg 


Arg 


Val 



110 

Pro 



<210> 7 

<211> 183 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7522361CD1 

<400> 7 



Met 


Gly Thr Ala 


Ser 


Arg 


Ser 


Asn 


He 


1 








5 










Asn 


Leu 


He 


Leu 


Phe 


Cys 


Val 


Gly Ala 










20 










Ser 


Val 


Thr 


Gin 


Pro 
35 


Trp 


Tyr 


Leu 


Glu 


Ala 


Val 


Thr 


He 


Lys 
50 


Cys 


Thr 


Phe 


Ser 


Glu 


Gin 


Pro 


Thr 


Cys 


Leu Trp 


Phe 


Arg 
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Leu 


Leu 


Gly 


He 


Ser 


Gly 


40 










45 


Leu 


He 


Ser 


Leu 


He 


Leu 


55 










60 


Cys 


Gin 


Lys 


Gly Ser 


Cys 


70 










75 


Gly 


Asp 


Leu 


Lys 


Val 


Asn 


85 










90 


Lys 


Asp 


Leu 


Cys 


Ala 


Ser 


100 










105 


Thr 


Glu 


Lys 


Pro 


Lys 


Thr 


115 










120 


Ala 


Arg 


His 


Leu 


Gin 


Thr 


10 










15 


Lys 


Leu 


Leu 


Ser 


Lys 


Glu 


25 










30 


Ser 


Leu 


Leu 


Ser 


Val 


Tyr 


40 










45 


Leu 


Leu 


Ser 


Lys 


Ser 


Lys 


55 










60 


Lys 


Glu 


Asp 


Ser 


Gin 


Lys 


70 










75 


Glu 


He 


Ala 


Gin 


Glu 


Leu 


85 










90 


Gin 


Gin 


Ser 


Glu 


Lys 


Asp 


100 










105 


Leu 


Ser 


Asn 


Tyr 


Glu 


Arg 


115 










120 


Ala 


Arg 


His 


Leu 


Gin 


Thr 


10 










15 


Val 


Gly 


Ala 


Cys 


Thr 


Leu 


25 










30 


Val 


Asp 


Tyr 


Thr 


His 


Glu 


40 










45 


Ala 


Thr 


Gly Cys 


Pro 


Ser 


55 










60 


Tyr 


Gly 


Ala 


His 


Gin 


Pro 
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65 








Glu 


Asn 


Leu 


Cys 


Leu 
80 


Asp 


Gly 


Cys 


Lys 


Glu 


Leu 


Arg 


Ser 
95 


Phe 


Leu 


Thr 


Val 


Tyr 


Val 


Thr 


Gly 
110 


Val 


Cys 


Val 


Ser 


Lys 


Ser 


Asn 


Pro 
125 


Leu 


Arg 


Asn 


Gin 


Lys 


Lys 


Lys 


Ser 
140 


Ala 


Arg 


Arg 


Glu 


Leu 


Tyr 


His 


Lys 
155 


Arg 


His 


Val 


Lys 


Asp 


Asn 


Asn 


Thr 
170 




Glu 


Asn 


Glu 


Arg 


Pro 













<210> 8 

<211> 181 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7522368CD1 

<400> 8 



Met 


Gin 


Asp 


Glu 


Glu 


Arg 


Tyr 


Met 


1 








5 








Lys 


Arg 


Ser 


Ser 


Ala 
20 


Gin 


Thr 


Ser 


Ser 


Val 


Thr 


Leu 


His 
35 


Trp 


Tyr 


Lys 


Thr 


Val 


Asn 


Gly 


He 
50 


Leu 


Thr 


Leu 


Leu 


Val 


Leu 


Cys 


Gin 
65 


Ser 


Glu 


Trp 


Tyr 


Trp 


Phe 


Ser 


Asn 
80 


Glu 


Met 


Lys 


Tyr 


Cys 


Leu 


Glu 


Arg 
95 


Lys 


Ser 


His 


Leu 


Glu 


Met 


Ala 


Phe 
110 


He 


Gin 


Lys 


Val 


Trp 


He 


Gly Leu 


Asn 


Phe 


Thr 










125 








Trp 


Val 


Asp 


Gly Ser 


Pro 


He 


Asp 










140 








Gly 


Pro 


Ala 


Lys 


Glu 
155 


Asn 


Ser 


Cys 


He 


Phe 


Ser 


Glu 


Thr 


Cys 


Ser 


Ser 



170 

Tyr 



<210> 9 

<211> 85 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7522373CD1 





70 










75 


Lys 


Lys 


He 


Lys 


Leu 


Leu 


Ser 




85 










90 


Ala 


Leu 


Val 


Ser 


Leu 


Leu 


Ser 




100 










105 


Ala 


Phe 


He 


Leu 


Leu 


Ser 


Lys 




115 










120 


Lys 


Glu 


He 


Lys 


Glu Asp 


Ser 




130 










135 


He 


Phe 


Gin 


Glu 


He 


Ala 


Gin 




145 










150 


Glu 


Thr 


Asn 


Gin 


Gin 


Ser 


Glu 




160 










165 


Arg 


Arg 


Val 


Leu 


Ser 


Asn 


Tyr 




175 










180 



Thr 


Leu 


Asn 


Val 


Gin 


Ser 


Lys 




10 










15 


Gin 


Leu 


Thr 


Phe 


Lys 


Asp 


Tyr 




25 










30 


He 


Leu 


Leu 


Gly 


He 


Ser 


Gly 




40 










45 


Thr 


Leu 


He 


Ser 


Leu 


He 


Leu 




55 










60 


Leu 


Lys 


Tyr Gin Gly Lys 


Cys 




70 










75 


Ser 


Trp 


Ser Asp 


Ser 


Tyr 


Val 




85 










90 


Leu 


Leu 


He 


He 


His 


Asp 


Gin 




100 










105 


Asn 


Leu 


Arg 


Gin 


Leu 


Asn 


Tyr 




115 










120 


Ser 


Leu 


Lys 


Met 


Thr Trp 


Thr 




130 










135 


Ser 


Lys 


He 


Phe 


Phe 


Val 


Lys 




145 










150 


Ala 


Ala 


He 


Lys 


Glu 


Ser 


Lys 




160 










165 


Val 


Phe 


Lys 


Trp 


He 


Cys 


Gin 




175 










180 
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<400> 9 


























Met 


Gin 


7\ t3'r*N ^ Til 




Airg 


Tyr 


Met 


Thr 


Leu 


Asn 


Val 


Gin 


Ser 


Lys 


1 

X 






5 










10 










15 










vaXn 


inr 


Ser 


Gin 


Leu 


Thr 


Phe 


Lys 


Asp 


Tyr 




Val 














25 










30 


Ser 


JLXli i-lCU, 


£1XS 


Trp 


Tyr 


Lys 


He 


Leu 


Leu 


Gly He 


Ser Gly 








35 










40 










45 


Thr 


Val 


2^ csn its! \r 


X X fcJ 

50 


Leu 


inr 


Leu 


Thr 


Leu 
55 


He 


Ser 


Leu 


He 


Leu 
60 


Leu 


Val 


Leu Tyr 


Ser 


Ser 


Phe 


Ser Gly Ser 


He 


Ala 


Lys 


Met 


Pro 








65 










70 








75 


Lys 


Arg 


Lys Leu 


Phe 
80 


Lys 


Cys 


His 


Ser 


Val 
85 













<210> 10 
<211> 78 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> inisc_f eature 

<223> Incyte ID No: 75223 81CD1 



<400> 10 



Met 


Gin 


Asp 


Glu 


Glu 


Arg 


Tyr 


Met 


Thr 


Leu 


Asn 


Val 


Gin 


Ser 


Lys 


1 








5 










10 










15 


Lys 


Arg 


Ser 


Ser 


Ala 


Gin 


Thr 


Ser 


Gin 


Leu 


Thr 


Phe 


Lys 


Asp 


Tyr 










20 










25 








30 


Ser 


Val 


Thr 


Leu 


His 


Trp 


Tyr 


Lys 


He 


Leu 


Leu 


Gly He 


Ser Gly 










35 










40 










45 


Thr 


Val 


Asn 


Gly 


He 


Leu 


Thr 


Leu 


Thr 


Leu 


He 


Ser 


Leu 


He 


Leu 










50 










55 










60 


Leu 


Gly 


Ser 


He 


Ala 


Lys 


Met 


Pro 


Lys 


Arg Lys 


Leu 


Phe 


Lys 


Cys 










65 










70 








75 



His Ser Val 



<210> 11 
<211> 332 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 7523596CD1 

<400> 11 



Met 


Lys 


Met 


Ala 


Ser Phe 


Leu 


Ala 


1 








5 






Val 


Cys 


Leu 


Leu 


Leu Leu 
20 


Gin 


Leu 


Phe 


Ser 


Val 


Leu 


Gly Pro 
35 


Ser 


Gly 


Glu 


Asp 


Ala 


Asp 


Leu Pro 
50 


Cys 


His 


Glu 


Thr 


Met 


Glu 


Leu Lys 
65 


Trp 


Val 


Val 


Asn 


Val 


Tyr 


Ala Asp 
80 


Gly 


Lys 


Ala 


Pro 


Tyr 


Arg 


Gly Arg 
95 


Thr 


Ser 


Ala 


Gly 


Lys 


Ala 


Ala Leu 
110 


Arg 


He 



Phe 


Leu 


Leu 


Leu Asn 


Phe 


Arg 




10 








15 


Leu 


Met 


Pro 


His Ser 


Ala 


Gin 




25 








30 


Pro 


He 


Leu 


Ala Met 


Val 


Gly 




40 








45 


Leu 


Phe 


Pro 


Thr Met 


Ser 


Ala 




55 








60 


Ser 


Ser 


Ser 


Leu Arg 


Gin Val 




70 








75 


Glu Val 


Glu 


Asp Arg 


Gin 


Ser 




85 








90 


He 


Leu Arg Asp Gly 


He 


Thr 




100 








105 


His 


Asn 


Val 


Thr Ala 


Ser Asp 




115 








120 
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Ser Gly 


Lys 


Tyr 


Leu 


Cy3 


Tyr 


Phe 


Gin 








125 










Lys Ala 


Leu 


Val 


Glu 


Leu 


Lys 


Val 


Ala 








140 










His Val 


Asp Val 


Lys 


Gly 


Tyr 


Lys 


Asp 








155 










Cys Arg 


Ser 


Thr 


Gly 


Trp 


Tyr 


Pro 


Gin 








170 










Asn Asn 


Lys 


Gly 


Glu 


Asn 


He 


Pro 


Thr 








185 










Ala Asp 


Gly Val 


Gly 


Leu 


Tyr 


Ala 


Val 








200 










Arg Gly 


Ser 


Ser 


Gly 


Glu 


Gly 


Val 


Ser 








215 










Leu Leu 


Gly Leu 


Glu 


Lys 


Thr 


Ala 


Ser 








230 










Phe Phe 


Arg 


Ser 


Ala 


Gin 


Arg 


Trp 


He 








245 










Leu Pro 


Val 


Leu 


Leu 


Leu 


Leu 


Leu 


Gly 








260 








Tarp Gin 


Gin 


Gin 


Glu 


Glu 


Lys 


Lys 


Thr 








275 










Arg Glu 


Gin 


Glu 


Leu 


Arg 


Glu 


Met 


Ala 








290 










Glu Gin 


Ser 


Thr 


Arg 


Val 


Lys 


Leu 


Leu 








305 










Pro Phe 


Pro 


Gin 


Arg 


Pro 


Arg 


His 


Val 








320 










Ala Pro 
















<210> 12 














<211> 533 














<212> PRT 














<213> Homo sapiens 










<220> 
















<221> misc_feature 










<223> Incyte ID 


No: 


7523643CD1 




<400> 12 














Met Asp 


Leu 


Val 


Leu 


Lys 


Arg 


Cys 


Leu 


1 






5 










Gly Ala 


Leu 


Leu 


Ala 


Val 


Gly 


Ala 


Thr 








20 










Gly Gly 


Gin 


Pro 


Val 


Tyr 


Pro 


Gin 


Glu 








35 










Phe Pro 


Asp 


Gly 


Gly 


Pro 


Cys 


Pro 


Ser 








50 










Arg Ser 


Phe 


Val 


Tyr 


Val 


Trp 


Lys 


Thr 








65 










Val Leu 


Gly 


Gly 


Pro 


Val 


Ser 


Gly 


Leu 








80 










Ala Met 


Leu 


Gly 


Thr 


His 


Thr 


Met 


Glu 








95 










Arg Gly 


Ser 


Arg 


Ser 


Tyr 


Val 


Pro 


Leu 








110 










Phe Thr 


He 


Thr 


Asp 


Gin 


Val 


Pro 


Phe 








125 










Leu Arg 


Ala 


Leu 


Asp 


Gly 


Gly 


Asn 


Lys 








140 










Pro Leu 


Thr 


Phe 


Ala 


Leu 


Gin 


Pro 


His 



155 
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Asp 


Gly Asp Phe 


Tyr 


Glu 


130 








135 


Ala 


Leu Gly Ser 


Asp 


Leu 


145 








150 


Gly 


Gly 


He His 


Leu 


Glu 


160 








165 


Pro 


Gin 


He Gin 


Trp 


Ser 


175 








180 


Val 


Glu 


Ala Pro 


Val 


Val 


190 








195 


Ala 


Ala 


Ser Val 


He 


Met 


205 








210 


Cys 


Thr 


He Arg 


Ser 


Ser 


220 








225 


He 


Ser 


He Ala 


Asp 


Pro 


235 








240 


Ala 


Ala 


Leu Ala 


Gly 


Thr 


250 








255 


Gly 


Ala Gly Tyr 


Phe 


Leu 


265 








270 


Gin 


Phe Arg Lys 


Lys 


Lys 


280 








285 


Trp 


Ser 


Thr Met 


Lys 


Gin 


295 








300 


Glu 


Glu 


Leu Ser 


Lys 


Phe 


310 








315 


Phe 


Leu 


Ser Leu 


Leu 


Tyr 


325 








330 


Leu 


His 


Leu Ala 


Val 


He 


10 








15 


Lys 


Gly 


Ser Gin 


Val 


Trp 


25 








30 


Thr 


Asp Asp Ala 


Cys 


He 


40 








45 


Gly 


Ser 


Trp Ser 


Gin 


Lys 


55 








60 


Trp 


Gly Gin Tyr 


Trp 


Gin 


70 








75 


Ser 


He Gly Thr 


Gly 


Arg 


85 








90 


Val 


Thr 


Val Tyr 


His 


Arg 


100 








105 


Ala 


His 


Ser Ser 


Ser 


Ala 


115 








120 


Ser 


Val 


Ser Val 


Ser 


Gin 


130 








135 


His 


Phe 


Leu Arg 


Asn 


Gin 


145 








150 


Asp 


Pro 


Ser Gly 


Tyr 


Leu 


160 








165 



7/82 



wo 2004/044159 PCTAJS2003/035752 

Ala Glu Ala Asp Leu Ser Tyr Thr Trp Asp Phe Gly Asp Ser Ser 

170 175 180 

Gly Thr Leu lie Ser Arg Ala Leu Val Val Thr His Thr Tyr Leu 

185 190 195 

Glu Pro Gly Pro Val Thr Ala Gin Val Val Leu Gin Ala Ala He 

200 205 210 

Pro Leu Thr Ser Cys Gly Ser Ser Pro Val Pro Gly Thr Thr Asp 

215 220 225 

Gly His Arg Pro Thr Ala Glu Ala Pro Asn Thr Thr Ala Gly Gin 

230 235 240 

Val Pro Thr Thr Glu Val Val Gly Thr Thr Pro Gly Gin Ala Pro 

245 250 255 

Thr Ala Glu Pro Ser Gly Thr Thr Ser Val Gin Val Pro Thr Thr 

260 265 270 

Glu Val He Ser Thr Ala Pro Val Gin Met Pro Thr Ala Glu Ser 

275 280 285 

Thr Ala Ala Gin Val Thr Thr Thr Glu Trp Val Glu Thr Thr Ala 

290 295 300 

Arg Glu Leu Pro He Pro Glu Pro Glu Gly Pro Asp Ala Ser Ser 

305 310 315 

He Met Ser Thr Glu Ser He Thr Gly Ser Leu Gly Pro Leu Leu 

320 325 330 

Asp Gly Thr Ala Thr Leu Arg Leu Val Lys Arg Gin Val Pro Leu 

335 340 345 

Asp Cys Val Leu Tyr Arg Tyr Gly Ser Phe Ser Val Thr Leu Asp 

350 355 360 

He Val Gin Gly He Glu Ser Ala Glu He Leu Gin Ala Val Pro 

365 370 375 

Ser Gly Glu Gly Asp Ala Phe Glu Leu Thr Val Ser Cys Gin Gly 

380 385 390 

Gly Leu Pro Lys Glu Thr Cys Met Glu He Ser Ser Pro Gly Cys 

395 400 405 

Gin Pro Pro Ala Gin Arg Leu Cys Gin Pro Val Leu Pro Ser Pro 

410 415 420 

Ala Cys Gin Leu Val Leu His Gin He Leu Lys Gly Gly Ser Gly 

425 430 435 

Thr Tyr Cys Leu Asn Val Ser Leu Ala Asp Thr Asn Ser Leu Ala 

440 445 450 

Val Val Ser Thr Gin Leu He Met Pro Gly Gin Glu Ala Gly Leu 

455 460 465 

Gly Gin Val Pro Leu He Val Gly He Leu Leu Val Leu Met Ala 

470 475 480 

Val Val Leu Ala Ser Leu He Tyr Arg Arg Arg Leu Met Lys Gin 

485 490 495 

Asp Phe Ser Val Pro Gin Leu Pro His Ser Ser Ser His Trp Leu 

500 505 510 

Arg Leu Pro Arg He Phe Cys Ser Cys Pro He Gly Glu Asn Ser 

515 520 525 

Pro Leu Leu Ser Gly Gin Gin Val 
530 

<210> 13 

<211> 311 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> inisc_f eature 

<223> Incyte ID No: 7523769CD1 

<400> 13 

Met Lys Met Ala Ser Phe Leu Ala Phe Leu Leu Leu Asn Phe Arg 
^5 10 15 
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Val 


Cys 


Leu 


Leu 


Leu 


Leu 


Gin Leu 


Leu 


Met 


Pro His 


Ser Ala 


Gin 










20 








25 






30 


Pne 


Ser 


Val 


Leu Gly Pro 


Ser Gly Pro 


lie 


Leu Ala 


Met Val 


Gly 










35 








40 






45 


Glu 


Asp 


Ala 


Asp 


Leu 


Pro 


Cys His 


Leu 


Phe 


Pro Thr 


Met Ser 


Ala 










50 








55 






60 


Glu 


Thr 


Met 


Glu 


Leu 


Lys 


Trp Val 


Ser 


Ser 


Ser Leu Arg Gin 


Val 










65 








70 






75 


Val 


Asn 


Val 


Tyr 


Ala 


Asp 


Gly Lys 


Glu 


Val 


Glu Asp Arg Gin 


Ser 










80 








85 






90 


Ala 


Pro 


Tyr 


Arg Gly Arg 


Thr Ser 


lie 


Leu 


Arg Asp 


Gly He 


Thr 










95 








100 






105 


Ala 


Gly 


Lys 


Ala 


Ala 


Leu 


Arg lie 


His 


Asn 


Val Thr 


Ala Ser 


Asp 










110 








115 






120 


Ser 


Gly 


Lys 


Tyr 


Leu 


Cys 


Tyr Phe 


Gin Asp 


Gly Asp 


Phe Tyr 


Glu 










125 








130 






135 


Arg 


Ala 


Leu 


Val 


Glu 


Leu 


Lys Val 


Ala 


Gly Leu Gin Gly Trp Arg 










140 








145 






150 


Asp 


Pro 


Ser 


Gly Val 


Gin 


Val His 


Trp 


Leu 


Val Pro 


Pro Thr 


Pro 










155 








160 






165 


Asn 


Thr 


Val 


Glu 


Gin 


Gin 


Gin Gly Arg Glu His Pro 


Asp Cys 


Gly 










170 








175 






180 


Ser 


Thr 


Cys 


Gly Cys 


Arg 


Arg Ser 


Gly 


Pro 


Val Cys 


Ser Ser 


Ser 










185 








190 






195 


lie 


Cys 


Asp 


His 


Glu 


Arg 


Gin Leu Trp Gly Gly Cys 


He Leu 


Tyr 










200 








205 






210 


His 


Gin 


Lys 


Phe 


Pro 


Pro 


Arg Pro 


Gly Lys 


Asp Ser 


Gin His 


Phe 










215 








220 






225 


Hxs 


Arg 


Arg 


Pro 


Leu 


Leu 


Gin Glu 


Arg 


Pro 


Glu Val 


Asp Arg 


Arg 










230 








235 






240 


Pro 


Gly 


Arg 


Asp 


Pro 


Ala 


Cys Leu 


Ala 


Ala 


Ala Ser 


Trp Gly 


Ser 










245 








250 




255 


Arg 


Leu 


Leu 


Pro 


Val 


Ala 


Thr Ala 


Gly Gly Lys Lys 


Asp Ser 


Val 










260 








265 






270 


Gin 


Lys 


Glu 


Lys 


Glu Arg 


Ala Arg Val Glu Arg Asn Gly Met Glu 










275 








280 






285 


His 


Asn 


Glu 


Ala 


Arg Thr 


Lys His 


Lys 


Arg 


Met Glu 


Lys Tyr 


Pro 










290 








295 




300 


Val 


Cys 


lie 


Ser Gly Arg 


Glu Thr 


Phe 


Ser 


Leu 














305 








310 









<210> 14 

<211> 419 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7523785CD1 

<400> 14 



Met 


Lys 


Met 


Ala 


Ser 


Phe 


Leu 


Ala 


Phe 


Leu 


Leu 


Leu Asn 


Phe Arg 


1 








5 










10 






15 


Val 


Cys 


Leu 


Leu 


Leu 


Leu 


Gin 


Leu 


Leu 


Met 


Pro 


His Ser 


Ala Gin 










20 










25 






30 


Phe 


Ser 


Val 


Leu 


Gly 


Pro 


Ser 


Gly 


Pro 


He 


Leu 


Ala Met 


Val Gly 










35 










40 






45 


Glu 


Asp 


Ala 


Asp 


Leu 


Pro 


Cys 


His 


Leu 


Phe 


Pro 


Thr Met 


Ser Ala 










50 










55 






60 


Glu 


Thr 


Met 


Glu 


Leu 


Lys 


Trp 


Val 


Ser 


Ser 


Ser 


Leu Arg 


Gin Val 










65 










70 






75 


Val 


Asn 


Val 


Tyr 


Ala 


Asp 


Gly 


Lys 


Glu Val 


Glu Asp Arg Gin Ser 










80 










85 






90 
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Ala 


Pro 


Tyr 


Arg 


Gly Arg 


Thr 


Ser 










95 








Ala 


Gly 


Lys 


Ala 


Ala 


Leu 


Arg 


He 










110 








Ser Gly 


Lys 


Tyr 


Leu 


Cys 


Tyr 


Phe 










125 








LyS 


Ala 


Leu 


Val 


Glu 


Leu 


Lys 


Val 










140 








Ala 


Gin 


Arg 


Trp 


He 


Ala 


Ala 


Leu 










155 










Leu 


Leu 


Leu 


Gly Gly 


Ala Gly 










170 








Glu 


Glu 


Lys 


Lys 


Thr 


Gin 


Phe Arg 










185 










Airs' 


Glu 


Met 


Ala 


Trp 


Ser 


Thr 










200 










Val 


Lvs 


Leu 


Leu 


Glu 


Glu 


Leu 










215 








Ala 


Ser 


Arg 


Gly 


Glu 


Arg 


His 


Ser 










230 








Ala 


Leu 


Phe 


Lys 


Pro 


Ala 


Asp 


Val 










245 








Asn 


Pro 


He 


Leu 


Leu 


Val 


Ser 


Glu 










260 








Ala 


Lys 


Glu 


Pro 


Gin Asp 


Leu 


Pro 










275 








Trp 


His 


Tyr 


Cys 


Val 


Leu 


Gly Cys 










290 








His 


Tyr 


Trp 


Glu 


Val 


Glu 


Val 


Gly 










305 








Gly Val 


Cys 


Ser 


Lys 


Asn 


Val 


Gin 










320 








Thr 


Pro 


Glu 


Asn 


Gly 


Phe 


Trp 


Thr 










335 








Lys 


Tyr 


Arg 


Thr 


Leu 


Thr 


Glu 


Pro 










350 








Lys 


Pro 


Pro 


Lys 


Lys 


Val 


Gly Val 










365 








Asp 


He 


Ser 


Phe 


Tyr Asn 


Ala 


Val 










380 








Phe 


Leu 


Asp 


Val 


Ser 


Phe 


Ser 


Glu 










395 








He 


Leu 


Thr 


Leu 


Glu 


Pro 


Thr 


Ala 










410 









<210> 15 

<211> 539 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7523836CD1 

<400> 15 

Met Asp Arg Gly Thr Leu Pro Leu 

1 5 
Ser Cys Ser Leu Ser Pro Thr Ser 
20 

Asp Leu Gin Pro Val Gly Pro Glu 
35 

Thr Ser Gin Val Ser Lys Gly Cys 
50 



He 


Leu Arg Asp 


Gly 


He 


Thr 




100 










105 


His 


Asn 


Val 


Thr 


Ala 


Ser 


Asp 




115 










120 


Gin 


Asp 


Gly Asp 


Phe 


Tyr 


Glu 




130 










135 


Ala 


Asp 


Pro 


Phe 


Phe 


Arg 


Ser 




145 










150 


Ala Gly Thr Leu 


Pro 


Val 


Leu 




160 










165 


Tvr 


Phe 


Leu 


Tro 


Gin 


Gin 


Gin 




175 










180 


Lvs 


Lys 


Lys 


Arg 


Glu 


Gin 


Glu 




190 










195 


Met 


Lys 


Gin 


Glu 


Gin 


Ser 


Thr 




205 










210 


Arg 


Trp 


Arg 


Ser 


He 


Gin 


Tyr 




220 










225 


Ala 


Tyr 


Asn 


Glu 


Trp 


Lys 


Lys 




235 










240 


He 


Leu 


Asp 


Pro 


Lys 


Thr 


Ala 




250 










255 


Asp 


Gin Arg 


Ser 


Val 


Gin 


Arg 




265 










270 


Asp 


Asn 


Pro 


Glu 


Arg 


Phe 


Asn 




280 










285 


Glu 


Ser 


Phe 


He 


Ser Gly 


Arg 




295 










300 


Asp Arg 


Lys 


Glu 


Trp 


His, 


lie 




310 










315 


Arg 


Lys 


Gly Trp 


Val 


Lys 


Met 




325 










330 


Met 


Gly Leu Thr 


Asp 


Gly 


Asn 




340 










345 


Arg 


Thr 


Asn 


Leu 


Lys 


Leu 


Pro 




355 










360 


Phe 


Leu 


Asp 


Tyr 


Glu 


Thr 


Gly 




370 










375 


Asp 


Gly 


Ser 


His 


He 


His 


Thr 




385 










390 


Ala 


Leu 


Tyr 


Pro 


Val 


Phe 


Arg 




400 










405 


Leu 


Thr 


He 


Cys 


Pro 


Ala 





415 



Ala 


Val Ala Leu 


Leu 


Leu 


Ala 




10 






15 


Leu 


Ala Glu Thr 


Val 


His 


Cys 




25 






30 


Arg 


Gly Glu Val 


Thr 


Tyr 


Thr 




40 






45 


Val 


Ala Gin Ala 


Pro 


Asn 


Ala 




55 






60 
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lie 


Leu 


Glu 


Val 


His 


Val 


Leu 


Phe 


Leu 


Glu 


Phe 


Pro 


Thr 


Gly Pro 










O D 










70 










75 


Ser 


Gin 


Leu 


Glu 


Leu 


Thr 


Leu 


Gin 


Ala 


Ser 


Lys 


Gin 


Asn 


Gly Thr 










ou 










85 










90 




Pro 


Arg 




vax 

OR 


Leu 


Leu 


vai 


Leu 


Ser 

100 


Val 


Asn 


Ser 


Ser 


Val 
105 


Phe 


Leu 


His 


Leu 


Gin 
Tin 


Ala 


Leu 


Gly 


He 


Pro 
115 


Leu 


His 


Leu 


Ala 


Tyr 
120 


Asn 


Ser 


Ser 


Leu 


Val 


Thr 


Phe 


Gin 


Glu 


Pro 
130 


Pro 


Gly 


Val 


Asn 


.Thr 
135 


Thr 


Glu 


Leu 


Pro 


Ser 


Phe 


Pro 


Lys 


Thr 


Gin 


He 


Leu 


Glu 


Trp Ala 




















145 










150 


Ala 


Glu 


Arg 


Gly 


Pro 

-LDD 


He 


Thr 


Ser 


Ala 


Ala 

160 


Glu 


Leu 


Asn 


Asp 


Pro 
165 


Gin 


Ser 


He 


Leu 


Leu 
± /u 


Arg 


Leu 


Gly 


Gin 


Ala 
175 


Gin 


Gly 


Ser 


Leu 


Ser 
180 


Phe 


Cys 


Met 


Leu 


Glu 

1 o c 
loo 


Ala 


Ser 


Gin 


Asp 


Met 
190 


Gly 


Arg 


Thr 


Leu 


Glu 
195 


T2rp 


Arg 


Pro 


Arg 


Thr 
o n n 


Pro 


Ala 


Leu 


Val 


Arg 

o rt c 

205 


Gly 


Cys 


His 


Leu 


Glu 
210 


Gly 


Val 


Ala 


Gly 


His 

o t c 
Z±o 


Lys 


Glu 


Ala 


His 


He 
220 


Leu 


Arg 


Val 


Leu 


Pro 
225 


Gly 


His 


Ser 


Ala 


Gly 

o *3 r» 


Pro 


Arg 


Thr 


Val 


Thr 
235 


Val 


Lys 


Val 


Glu 


Leu 
240 


Ser 


Cys 


Ala 


Pro 


Gly 


Asp 


Leu 


Asp 


Ala 


Val 


Leu 


He 


Leu 


Gin Gly 




















250 










255 


Pro 


Pro 


Tyr 


Val 


Ser 
o c n 


Trp 


Leu 


He 


Asp 


Ala 

o ^ cr 

265 


Asn 


His 


Asn 


Met 


Gin 
270 


lie 


Trp 


Thr 


Thr 


Gly 

O CC 

Z /D 


Glu 


Tyr 


Ser 


Phe 


Lys 
280 


He 


Phe 


Pro 


Glu 


Lys 
285 


Asn 


lie 


Arg 


Gly 


Phe 

o Q n 
Z^U 


Lys 


Leu 


Pro 


Asp 


Thr 

O O IT 

295 


Pro 


Gin 


Gly 


Leu 


Leu 
300 


Gly 


Glu 


Ala 


Arg 


Met 

"a cr 


Leu 


Asn 


Ala 


Ser 


He 
310 


Val 


Ala 


Ser 


Phe 


Val 
315 


Glu 


Leu 


Pro 


Leu 


Ala 

*a o n 


Ser 


He 


Val 


Ser 


Leu 
325 


His 


Ala 


Ser 


Ser 


Cys 
330 


Gly 


Gly 


Arg 


Leu 


Gin 

"a *a c 

335 


Thr 


Ser 


Pro 


Ala 


Pro 
340 


He 


Gin 


Thr 


Thr 


Pro 
345 


Pro 


Lys 


Asp 


Thr 


Cys 

"3 c n 
3 dU 


Ser 


Pro 


Glu 


Leu 


Leu 
355 


Met 


Ser 


Leu 


He 


Gin 
360 


Thr 


Lys 


Cys 


Ala 


Asp 

•5 ^ n 

3 65 


Asp 


Ala 


Met 


Thr 


Leu 
370 


Val 


Leu 


Lys 


Lys 


Glu 
375 


Leu 


Val 


Ala 


His 


Leu 

'3 Q n 
3oU 


Lys 


Cys 


Thr 


He 


Thr 
385 


Gly 


Leu 


Thr 


Phe 


Trp 
390 


Asp 


Pro 


Ser 


Cys 


Glu 

O O E= 

3^5 


Ala 


Glu 


Asp 


Arg 


Gly 
400 


Asp 


Glu 


Phe 


Val 


Leu 
405 


Arg 


Ser 


Ala 


Tyr 


Ser 

410 


Ser 


Cys 


Gly 


Met 


Gin 
415 


Val 


Ser 


Ala 


Ser 


Met 
420 


lie 


Ser 


Asn 


Glu 


Ala 

^Zd 


Val 


Val 


Asn 


He 


Leu 
430 


Ser 


Ser 


Ser 


Ser 


Pro 
435 


Gin 


Arg 


Lys 


Lys 


Val 

44U 


His 


Cys 


Leu 


Asn 


Met 
445 


Asp 


Ser 


Leu 


Ser 


Phe 
450 




Leu 


V3J.y 


Leu 


Tyr 
455 


Leu 


Ser 


Pro 


His 


Phe 
460 


Leu 


Gin 


Ala 


Ser 


Asn 
465 


Thr 


He 


Glu 


Pro 


Gly 

4 /U 


Gin 


Gin 


Ser 


Phe 


Val 
475 


Gin 


Glu 


Val 


His 


Arg 
480 


Thr 


Val 


Phe 




485 




Asn 






Ser 
490 


Pro 


Asp 


Leu 


Ser 


Gly 
495 


Cys 


Thr 


Ser 


Lys 


Gly 


Leu 


Val 


Leu 


Pro 


Ala 


Val 


Leu 


Gly 


He 


Thr 










500 










505 








510 


Phe 


Gly 


Ala 


Phe 


Leu 
515 


He 


Gly 


Ala 


Leu 


Leu 
520 


Thr 


Ala 


Ala 


Leu 


Trp 
525 


Tyr 


He 


Tyr 


Ser 


His 


Thr 


Arg 


Glu 


Tyr 


Pro 


Arg 


Pro 


Pro 


Gin 
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530 

<210> 16 

<211> 558 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> niisc_f eature 
<223> Incyte ID No: 

<400> 16 



Met 


Arg 


Gly 


Gly 


Arg 


1 








5 


Lys 


Leu 


Ala 


Leu 


Leu 
20 


Arg 


Pro 


Gin 


Gly 


Ser 
35 


Pro 


Leu 


Gly 


Asp 


Leu 
50 


Gly 


Ala 


Pro 


Ser 


Glu 
65 


Asn 


Lys 


Thr 


Gin 


Thr 
80 


Ala 


lie 


Pro 


Arg 


Glu 
95 


Trp 


Gly 


Thr 


Lys 


Ala 
110 


Asn 


Leu 


Glu 


Thr 


Gin 
125 


Asp 


Val 


Asp 


Phe 


Ser 
140 


Trp 


Ala 


Pro 


Pro 


Thr 
155 


Phe 


His 


Tyr 


Arg 


Arg 
170 


Gly 


Pro 


Cys 


Val 


Gin 
185 


Gly 


Arg 


Glu 


Leu 


Ser 
200 


lie 


Pro 


Ser 


Gly 


Ala 
215 


Thr 


Ser 


Trp 


Glu 


Pro 
230 


Ser 


Ala 


Ser 


Ala 


Pro 
245 


Ser 


Thr 


Glu 


Leu 


Leu 
260 


Leu 


Glu 


His 


Val 


Val 
275 


Lys 


Leu 


Asn 


Trp 


Val 
290 


Leu 


Pro 


Gly 


Asn 


Phe 
305 


Thr 


Ala 


Val 


Ser 


Ala 
320 


Gly 


Phe 


Arg 


Glu 


Glu 
335 


Arg 


Leu 


Gin 


Asp 


Ala 
350 


Glu 


Val 


Pro 


Arg 


His 
365 


Leu 


Cys 


Ala 


Gin 


Ser 



535 



7523879CD1 



Gly 


Ala 


Pro 


Phe Tip 










10 


Pro 


Leu 


Leu 


Trp Val 










25 


Ala 


Gly 


Pro 


Leu 


Gin 
40 


Asn 


Cys 


Ser 


Trp 


Glu 
55 


Leu 


His 


Leu 


Gin 


Ser 
70 


Val 


Ala 


Val 


Ala 


Ala 
85 


Gin 


Leu 


Thr 


Met 


Ser 
100 


Gly 


Gin 


Pro 


Leu 


Trp 
115 


Met 


Lys 


Pro 


Asn 


Ala 
130 


Glu 


Asp 


Asp 


Pro 


Leu 

145 


Trp 


Pro 


Ser 


His 


Lys 
160 


Cys 


Gin 


Glu 


Ala 


Ala 
175 


Val 


Ser 


Tyr 


Lys 


Val 
190 


Pro 


Glu 


Gly 


He 


Thr 
205 


Glu 


Trp 


Ala 


Arg Val 










220 


Leu 


Thr 


Asn 


Leu 


Ser 
235 


Arg 


Ser 


Val 


Ala 


Val 
250 


Val 


Ser 


Trp 


Gin 


Pro 
265 


Asp 


Trp 


Ala 


Arg 


Asp 
280 


Arg 


Leu 


Pro 


Pro 


Gly 
295 


Thr 


Val 


Gly 


Val 


Pro 
310 


Ser 


Gly 


Leu 


Ala 


Ser 
325 


Leu 


Ala 


Pro 


Leu 


Val 
340 


Pro 


Pro 


Gly 


Thr 


Pro 
355 


Gin 


Leu 


Arg 


Gly His 










370 


Gly 


Thr 


Ser 


Pro 


Ser 



Leu 


Trp 


Pro 


Leu 


Pro 
15 


Leu 


Phe 


Gin 


Arg 


Thr 
30 


Cys 


Tyr 


Gly 


Val 


Gly 
45 


Pro 


Leu 


Gly 


Asp 


Leu 
60 


Gin 


Lys 


Tyr 


Arg 


Ser 
75 


Gly 


Arg 


Ser 


Trp 


Val 
90 


Asp 


Lys 


Leu 


Leu 


Val 
105 


Pro 


Pro 


Val 


Phe 


Val 
120 


Pro 


Arg 


Leu 


Gly 


Pro 
135 


Glu 


Ala 


Thr 


Val 


His 
150 


Val 


Leu 


He 


Cys 


Gin 
165 


Trp 


Thr 


Leu 


Ala 


Pro 
180 


Trp 


Phe 


Trp 


Val 


Gly 
195 


Cys 


Cys 


Cys 


Ser 


Leu 
210 


Ser 


Ala 


Val 


Asn 


Ala 
225 


Leu 


Val 


Cys 


Leu 


Asp 
240 


Ser 


Ser 


He 


Ala 


Gly 
255 


Gly 


Pro 


Gly 


Glu 


Pro 
270 


Gly 


Asp 


Pro 


Leu 


Glu 
285 


Asn 


Leu 


Ser 


Ala. 


Leu 
300 


Tyr 


Arg 


He 


Thr 


Val 
315 


Ala 


Ser 


Ser 


Val 


Trp 
330 


Gly 


Pro 


Thr 


Leu 


Trp 
345 


Ala 


He 


Ala 


Trp 


Gly 
360 


Leu 


Thr 


His 


Tyr 


Thr 
375 


Val 


Cys 


Met 


Asn 


Val 
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380 






Ser 


Gly 


Asn 


Thr 


Gin 
395 


Ser 


Val 


Pro 


Cys 


Glu 


Leu 


Trp 
410 


Val 


Thr 


Pro 


Pro 


Gly 


Pro 


He 
425 


Leu 


Arg 


Arg 


Trp 


Lys 


Val 


Leu 
440 


Pro 


Gly 


Leu 


Leu 


Gly Cys 


Gly 


Leu 


Ser 










455 






His 


Leu 


Arg 


His 


Lys 
470 


Val 


Leu 


Pro 


Asp 


Pro 


Ala 


Asn 
485 


Ser 


Ser 


Val 


Pro 


Glu 


Ala 


Gin 
500 


Pro 


Leu 


Glu 


Glu 


Met 


Glu 


Pro 
515 


Pro 


Pro 


Gin 


Ala 


Thr 


Ala 


Pro 
530 


Leu 


Asp 


Pro 


Thr 


Pro 


Glu 


Glu 
545 


Leu 


Gly 


Val 


Leu 


Ala 













385 








390 


Thr 


Leu Pro 


Asp 


Leu 


Pro Trp 


Ser 




400 






405 


Ala Ser Thr He Ala Gly Gin Gly 




415 








420 


Leu 


His Leu 


Pro 


Asp 


Asn Thr 


Leu 




430 








435 


He 


Leu Phe 


Leu 


Trp 


Gly Leu 


Phe 




445 








450 


Leu 


Ala Thr 


Ser 


Gly Arg Cys 


Tyr 




460 








465 


Pro 


Arg Trp 


Val 


Trp 


Glu Lys 


Val 




475 








480 


Ser 


Gly Gin 


Pro 


His 


Met Glu 


Gin 




490 








495 


Gly Asp Leu 


Pro 


He 


Leu Glu 


Val 




505 








510 


Val 


Met Glu 


Ser 


Ser 


Gin Pro 


Ala 




520 








525 


Ser 


Gly Tyr 


Glu 


Lys 


His Phe 


Leu 




535 








540 


Leu 


Leu Gly 


Pro 


Pro 


Arg Pro 


Gin 




550 








555 



<210> 17 

<211> 512 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> niisc_f eature 

<223> Incyte ID No: 7523880CD1 

<400> 17 



Met 


Glu 


Cys 


Leu 


Tyr Tyr 


Phe 


Leu 


Gly 


Phe 


Leu 


Leu 


Leu 


Ala 


Ala 


1 








5 








10 










15 


Arg 


Leu 


Pro 


Leu 


Asp Ala 


Ala 


Lys 


Arg 


Phe 


His 


Asp 


Val 


Leu 


Gly 








20 








25 










30 


Asn 


Glu 


Arg 


Pro 


Ser Ala 


Tyr 


Met 


Arg 


Glu 


His 


Asn 


Gin 


Leu 


Asn 










35 








40 










45 


Gly 


Trp 


Ser 


Ser 


Asp Glu 


Asn 


Asp 


Trp 


Asn 


Glu 


Lys 


Leu 


Tyr 


Pro 






50 








55 










60 


Val 


Tairp 


Lys 


Arg 


Gly Asp 


Met 


Arg Trp 


Lys 


Asn 


Ser 


Tarp 


Lys 


Glu 










65 








70 










75 


Ala 


Gly 


Leu 


Ser 


Ala Asp 


Pro 


Tyr Val 


Tyr 


Asn 


Trp 


Thr 


Ala 


Trp 










80 








85 










90 


Ser 


Glu 


Asp 


Ser 


Asp Gly 


Glu 


Asn Gly Thr 


Gly Gin 


Ser 


His 


His 








95 








100 










105 


Asn 


Val 


Phe 


Pro 


Asp Gly 


Lys 


Pro 


Phe 


Pro 


His 


His 


Pro 


Gly Trp 










110 








115 










120 


Arg 


Arg 


Trp 


Asn 


Phe He 


Tyr 


Val 


Phe 


His 


Thr 


Leu 


Gly 


Gin 


Tyr 










125 








130 










135 


Phe 


Gin 


Lys 


Leu 


Gly Arg 


Cys 


Ser 


Val 


Arg 


Val 


Ser 


Ala 


Asn 


Thr 










140 








145 










150 


Ala 


Asn 


Val 


Thr 


Leu Gly 


Pro 


Gin 


Leu 


Met 


Glu 


Val 


Thr 


Val 


Tyr 










155 








160 










165 


Arg 


Arg 


His 


Gly 


Arg Ala 


Tyr 


Val 


Pro 


He 


Ala 


Gin 


Val 


Lys 


Asp 










170 








175 










180 


Val 


Tyr 


Val 


Val 


Thr Asp 


Gin 


He 


Pro 


Val 


Phe 


Val 


Thr 


Met 


Phe 








185 








190 










195 


Gin 


Lys 


Asn 


Asp 


Arg Asn 


Ser 


Ser 


Asp 


Glu 


Thr 


Phe 


Leu 


Lys 


Asp 
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200 



lieu 


Pro 


He 


Met 


Phe Asp Val 
215 


Leu 


Leu 


Asn 


Tyr 


Ser 


Thr He Asn 
230 


Tyr 




Gly 


Leu 


Phe 


Val Ser Thr 
245 


Asn 


Vax 


Leu 


Asn 


Gly Thr Phe Ser 


Leu 










260 




Ala 


Pro 


Gly 


Pro 


Cys Pro Pro 
275 


Pro 


Lys 


Pro 


Thr 


Pro 


Ser Leu Gly 
290 


Pro 


Leu 


Ser 


Arg 


He 


Pro Asp Glu 
305 


Asn 


His 


Phe 


Gin 


Ala 


Thr He Thr 
320 


He 


Asn 


He 


He 


Gin Met Thr Asp 


Val 










335 




Glu 


Ser 


Ser 


Leu 


He Asp Phe 
350 


Val 


Pro 


Thr 


Glu 


Val 


Cys Thr He 
365 


He 


Th.r 


Gin 


Asn 


Thr 


Val Cys Ser 
380 


Pro 


Leu 


Leu 


Ala 


Val 


Arg Arg Thr 
395 


Phe 


Val 


Asn 


Leu 


Thr 


Leu Gly Asp 
410 


Asp 


Tlir 


Leu 


lie 


Ser 


Val Pro Asp 
425 


Arg 


Met 


Ala 


Asn 


Ser 


Ala Leu He 
440 


Ser 


Val 


Thr 


Val 


He 


Ser Leu Leu 
455 


Val 


Asn 


Pro 


He 


Glu 


Asn Ser Pro 
470 


Gly 


Leu 


Ser 


Val 


Phe 


Leu Asn Arg 

485 


Ala 


Asn 


Gin 


Glu 


Lys 


Asp Pro Leu 
500 


Leu 


Val 


Ser 











<210> 18 

<211> 168 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc__f eature 

<223> Incyte ID No: 7523812CD1 

<400> 18 

Met Val Cys Ser Leu Trp Val Leu 

1 5 
Ala Leu Glu Gly Val Leu Leu Asp 
20 

He Gly Trp Leu Thr Tyr Pro Pro 
35 

Val Leu Asp Asp Gin Arg Arg Leu 
50 

His Val Ala Gly Ala Pro Pro Gly 





205 






210 


He 


His Asp 


Pro Ser 


His 


Phe 




220 






225 


Lys 


Trp Gly Phe Gly Asp Asn 




235 






240 


His 


Thr Val 


Asn His 


Thr 


Tyr 




250 






255 


Asn 


Leu Thr 


Val Lys 


Ala 


Ala 




265 






270 


Pro 


Pro Pro 


Pro Arg 


Pro 


Ser 




280 






285 


Ala 


Gly Asp Asn Pro 


Leu 


Glu 




295 






300 


Cys 


Gin He Asn Arg Tyr Gly 




310 






315 


Val 


Glu Gly 


He Leu 


Glu 


Val 




325 






330 


Leu 


Met Pro 


Val Pro 


Trp 


Pro 




340 






345 


Val 


Thr Cys 


Gin Gly 


Ser 


He 




355 






360 


Ser 


Asp Pro 


Thr Cys 


Glu 


He 




370 






375 


Val 


Asp Val 


Asp Glu 


Met 


Cys 




385 






390 


Asn 


Gly Ser 


Gly Thr 


Tyr 


Cys 




400 






405 


Thr 


Ser Leu 


Ala Leu 


Thr 


Ser 




415 






420 


Asp 


Pro Ala 


Ser Pro 


Leu 


Arg 




430 






435 


Val 


Gly Cys 


Leu Ala 


He 


Phe 




445 






450 


Tyr Lys Lys His Lys Glu Tyr 




460 






465 


Asn 


Val Val 


Arg Ser 


Lys 


Gly 




475 






480 


Lys 


Ala Val 


Phe Phe 


Pro 


Gly 




490 






495 


Lys 


Asn Gin 


Glu Phe 


Lys 


Gly 




505 






510 



Leu 


Leu Val Ser Ser Val 


Leu 




10 


15 


Thr 


Thr Gly Glu Thr Ser 


Glu 




25 


30 


Gly Gly Trp Asp Glu Val 


Ser 




40 


45 


Thr 


Arg Thr Phe Glu Ala 


Cys 




55 


60 


Thr 


Gly Gin Asp Asn Trp Leu 
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65 






Gin 


Thr 


His 


Phe 


Val 
80 


Glu 


Arg 


Arg 


Leu 


His 


Phe 


Ser 
95 


val 


Arg 


Gly 


Gly 


Thr 


Cys 


Arg 
110 


Glu 


Thr 


G-LVI 




Pro 


Asp 


Ser 
125 


Pro 


Asp 


Arg 


Trp 


Thr 


Lys 


Arg 
140 


Arg 


Arg 


Trp 


Trp 


Gin 


Leu 


Trp 
155 


Ala 


Pro 


Arg 


Met 


Glu 















70 




75 


Arg 


Gly Ala 


Gin Arg Ala His 


lie 






85 




90 


Ala 


Cys 


Ser 


Ser Leu Gly Val 


Ser 






100/ 




105 


Phe 


Thr 


Leu 


Tyr Tyr Arg Gin 


Ala 






115 




120 


Ser 


Val 


Ser 


Ser Trp His Leu 


Lys 






130 




135 


Pro 


Val 


Gly Leu Gly Gly Pro 


Pro 






145 




150 


Val 


Trp 


Leu 


Met Gin Ser Gin Arg 






160 




165 



<210> 19 

<211> 291 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<223> Incyte ID No: 752402 6CD1 

<400> 19 



Met 


His 


Tyr 


Cys 


Val 


Leu 


Ser 


Ala 


Phe 


Leu 


He 


Leu 


His 


Leu 


Val 


1 








5 










10 










15 


Thr 


Val 


Ala 


Leu 


Ser 


Leu 


Ser 


Thr 


Cys 


Ser 


Thr 


Leu 


Asp Met 


Asp 










20 










25 










30 








Arg 


Lys 


Arg 


±±e 


Glu 


Ala 


He 


Arg 


Gly Gin 


He 


Leu 










35 










40 










45 


Ser 


Lys 


Leu 


Lys 


Leu 


Thr 


Ser 


Pro 


Pro 


Glu 


Asp 


Tyr 


Pro 


Glu 


Pro 










50 










55 










60 


Glu 


Glu 


Val 


Pro 


Pro 


Glu 


Val 


He 


Ser 


He 


Tyr Asn 


Ser 


Thr 


Arg 










65 










70 










75 


Asp 


Leu 


Leu 


Gin 


Glu 


Lys 


Ala 


Ser Arg Arg Ala Ala Ala 


Cys 


Glu 










80 










85 










90 


Arg 


Glu 


Arg 


Ser 


Asp 


Glu 


Glu 


Tyr 


Tyr 


Ala 


Lys 


Glu 


Val 


Tyr 


Lys 










95 










100 










105 


lie 


Asp 


Met 


Pro 


Pro 


Phe 


Phe 


Pro 


Ser 


Glu 


Asn 


Ala 


He 


Pro 


Pro 










110 










115 










120 


Thr 


Phe 


Tyr 


Arg 


Pro 


Tyr 


Phe 


Arg 


He 


Val 


Arg 


Phe 


Asp Val 


Ser 










125 










130 










135 


Ala 


Met 


Glu 


Lys 


Asn 


Ala 


Ser 


Asn 


Leu 


Val 


Lys 


Ala 


Glu 


Phe 


Arg 










140 










145 










150 


Val 


Phe 


Arg 


Leu 


Gin 


Asn 


Pro 


Lys 


Ala 


Arg 


Val 


Pro 


Glu 


Gin 


Arg 










155 










160 










165 


He 


Glu 


Leu 


Tyr 


Gin 


He 


Leu 


Lys 


Ser 


Lys 


Asp 


Leu 


Thr 


Ser 


Pro 










170 










175 










180 


Thr 


Gin 


Arg 


Tyr 


He 


Asp 


Ser 


Lys 


Val 


Val 


Lys 


Thr 


Arg 


Ala 


Glu 










185 










190 










195 


Gly 


Glu 


Trp 


Leu 


Ser 


Phe 


Asp 


val 


Thr Asp Ala Val 


His 


Glu 


Trp 










200 










205 










210 


Leu 


His 


His 


Lys 


Asp 


Arg 


Asn 


Leu 


Gly 


Phe 


Lys 


He 


Ser 


Leu 


His 










215 










220 










225 


Cys 


Pro 


Cys 


Cys 


Thr 


Phe 


Val 


Pro 


Ser 


Asn 


Asn 


Tyr 


He 


He 


Pro 










230 










235 










240 


Asn 


Lys 


Ser 


Glu 


Glu 


Leu 


Glu 


Ala 


Arg 


Phe 


Ala 


Asp 


Leu 


Ser 


His 










245 










250 










255 


Asn 


Arg 


Pro 


Thr 


Gly 


Gly 


Arg 


Ser 


Val 


Leu 


Trp 


Met 


Arg 


Pro 


He 










260 










265 










270 


Ala 


Leu 


Glu 


Met 


Cys 


Arg 


He 


He 


Ala 


Ala 


Tyr 


Val 


His 


Phe 


Thr 
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275 280 285 

Leu He Ser Arg Gly He 
290 

<210> 20 
<211> 490 
<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7524357CD1 

<400> 20 

Met Trp Thr Asn Phe Phe Lys Leu Arg Leu Phe Cys Cys Leu Leu 
15 10 15 

Ala Val Leu Met Val Val Val Pro Val He Asn Val Thr Gin Val 
20 25 30 

Glu Tyr Leu Asp His Glu Thr Val Ser Ala Thr Phe He Asp Ser 
35 40 45 

Ser Gly Gin Phe Val Ser Ser Gin Val Thr Gly He Ser Arg Asn 
50 55 60 

Pro Tyr Cys Gly Tyr Asp Gin Gin Thr Leu Ser Ser Gin Glu Arg 
65 70 75 

Met Glu Glu Asp Ser Leu Leu Ala Ala Leu His Arg Gin Val Pro 
80 85 90 

Asp Val Gly Pro Val Pro Phe Val Lys Ser Thr Asp Pro Ser Ser 
95 100 105 

Ser Tyr Phe Val He Leu Asn Ser Ala Ala Phe Phe Lys Val Gly 

110 115 120 

Ser Gin Leu Glu Val Leu Val His Val Gin Asp Phe Gin Arg Lys 

125 130 135 

Pro Lys Lys Tyr Gly Gly Asp Tyr Leu Gin Ala Arg He His Ser 

140 145 150 

Leu Lys Leu Gin Ala Gly Ala Val Gly Arg Val Val Asp Tyr Gin 

155 160 165 

Asn Gly Phe Tyr Lys Val Phe Phe Thr Leu Leu Trp Pro Gly Lys 

170 175 180 

Val Lys Val Ser Val Ser Leu Val His Pro Ser Glu Gly He Arg 

185 190 195 

Val Leu Gin Arg Leu Gin Glu Asp Lys Pro Asp Arg Val Tyr Phe 

200 205 210 

Lys Ser Leu Phe Arg Ser Gly Arg He Ser Glu Thr Thr Glu Cys 

215 220 225 

Asn Val Cys Leu Pro Gly Asn Leu Pro Leu Cys Asn Phe Thr Asp 

230 235 240 

Leu Tyr Thr Gly Glu Pro Trp Phe Cys Phe Lys Pro Lys Lys Leu 

245 250 255 

Pro Cys Ser Ser Arg He Thr His Phe Lys Gly Gly Tyr Leu Lys 

260 265 270 

Gly Leu Leu Thr Ala Ala Glu Ser Ala Phe Phe Gin Ser Gly Val 

275 280 285 

Asn He Lys Met Pro Val Asn Ser Ser Gly Pro Asp Trp Val Thr 

290 295 300 

Val He Pro Arg Arg He Lys Asp Leu Val Glu Phe Asn Leu Gly 

305 310 315 

Ser Pro Lys Asn Val Gly Pro Phe Leu Ala Val Asp Gin Lys His 

320 325 330 

Asn He Leu Leu Lys Tyr Arg Cys His Gly Pro Pro He Arg Phe 

335 340 345 

Thr Thr Val Phe Ser Asn Glu Leu His Tyr Val Ala Asn Glu Leu 

350 355 360 

Asn Gly He Val Gly Gly Lys Asn Thr Val Val Ala He Ala Val 
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365 370 375 





Sez* 




Phe 


Ser 


ixir 


irlie 


Pro 


Leu 


Glu 


Val 


Tyr 


lie Arg Arg 










380 










385 








390 


Xj6U. 


Ti y rr 


•Asn 


lie Arg 


Arcf 


A J. a 


va± 


vai 


Arg 


Leu 


Leu 


Asp Arg 


Ser 










"3 O R 










400 








405 


Pro 


Lys 




VCiX 


VdJ. 


vaj. 


xxe 


Arg 


liir 


Ala 


Asn 


Ala 


Gin Glu 


Leu 










410 










415 








420 




±riro 


on n 


Val 


Ser 


Leu 


Fne 


Asn 


Ser 


Asp 


Trp 


Tyr 


Asn Phe 


Gin 










425 










430 








435 


Leu 


Asp 


Thr 


lie 


Leu 


Arg 


Arg 


Met 


Phe 


Ser Gly Val 


Gly Val 


Tyr 










440 










445 








450 


Leu 


Val 


Asp 


Ala 


Trp 


Glu 


Met 


Thr 


Leu 


Ala 


His 


Tyr 


Leu Pro 


His 










455 










460 






465 


Lys 


Leu 


His 


Pro 


Asp 


Glu 


Val 


lie 


Val 


Lys 


Asn 


Gin 


Leu Asp 


Met 










470 










475 








480 


Phe 


Leu 


Ser 


Phe 


Val 


Cys 


Pro 


Leu 


Glu 


Thr 











485 490 

<210> 21 
<211> 407 
<212> PRT 

<213> Homo sapiens 

<220> . . 

<221> misc_f eature 

<223> Incyte ID No: 7524808CD1 

<400> 21 







irJL \J 






Axa 


Leu 


X7-1 cs 


Phe Ser Leu Pro 


Ala 


Ser 


Leu 


1 








5 








10 






15 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu Ser Leu Cys 


Ala 


Leu 


Val 










20 








25 






30 


Ser 


Gly 


Leu 


Gly 


Ser 


Lys 


Pro 


Leu 


He Glu He Lys 


Ala 


Gin 


Glu 










35 








40 






45 


Asp 


Gly 


Ser 


He 


Trp 


Leu 


Glu 


Cys 


He Ser Gly Gly Trp 


Tyr 


Pro 










50 








55 






60 


Glu 


Pro 


Leu 


Thr 


Val 


Trp 


Arg 


Asp 


Pro Tyr Gly Glu Val 


Val 


Pro 










65 








70 






75 


Ala 


Leu 


Lys 


Glu 


Val 


Ser 


He 


Ala 


Asp Ala Asp Gly Leu 


Phe 


Met 










80 








85 






90 


Val 


Thr 


Thr 


Ala 


Val 


He 


He 


Arg 


Asp Lys Tyr Val 


Arg Asn Val 










95 








100 






105 


Ser 


Cys 


Ser 


Val 


Asn 


Asn 


Thr 


Leu 


Leu Gly Gin Glu 


Lys 


Glu 


Thr 










110 








115 




120 


Val 


lie 


Phe 


He 


Pro 


Glu 


Ser 


Phe 


Met Pro Ser Ala 


Ser 


Pro 


Trp 










125 








130 






135 


Met 


Val 


Ala 


Leu 


Ala 


Val 


He 


Leu 


Thr Ala Ser Pro 


Trp 


Met 


Val 










140 








145 






150 


Ser 


Met 


Thr 


Val 


He 


Leu 


Ala 


Val 


Phe He He Phe 


Met 


Ala 


Val 










155 








160 






165 


Ser 


lie 


Cys 


Cys 


He 


Lys 


Lys 


Leu 


Gin Arg Glu Lys 


Lys 


He 


Leu 










170 








175 






180 


Ser 


Gly 


Glu 


Lys 


Lys 


Val 


Glu 


Gin 


Glu Glu Lys Glu 


He 


Ala 


Gin 










185 








190 






195 


Gin 


Leu 


Gin 


Glu 


Glu 


Leu 


Arg 


Trp 


Arg Arg Thr Phe 


Leu 


His 


Ala 










200 








205 






210 


Ala 


Asp 


Val 


Val 


Leu 


Asp 


Pro 


Asp 


Thr Ala His Pro 


Glu 


Leu 


Phe 










215 








220 






225 


Leu 


Ser 


Glu 


Asp 


Arg 


Arg 


Ser 


Val 


Arg Arg Gly Pro 


Tyr Arg 


Gin 










230 








235 






240 


Arg 


Val 


Pro 


Asp 


Asn 


Pro 


Glu 


Arg 


Phe Asp Ser Gin 


Pro 


Cys 


Val 










245 








250 




255 


Leu 


Gly 


Trp 


Glu 


Ser 


Phe 


Ala 


Ser 


Gly Lys His Tyr 


Trp 


Glu 


Val 
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260 








Glu 


Val 


Glu 


Asn 


Val 
275 


Met 


Val 


Trp 


Ser 


Val 


Glu 


Arg, Asn 


Gly Glu Val 










290 








Phe 


Trp 


Thr 


Leu 


Glu 
305 


Met 


Phe 


Gly 


Ser 


Pro 


Glu 


Arg 


lie 
320 


Leu 


Pro 


Leu 


Gly 


Val 


Phe 


Leu 


Asp 
335 


Tyr 


Val 


Ala 


Met 


Arg 


Asp 


Arg 


Ser 
350 


His 


lie 


Tyr 


Thr 


Val 


Pro 


Val 


Arg 
365 


Pro 


Phe 


Phe 


Pro 


lie 


Phe 


lie 


Cys 
380 


Pro 


Ala 


Leu 


Val 


Pro 


Glu 


Glu Gly 


Leu 


Lys 


Leu 










395 








Ser 


Leu 

















265 








270 


Thr 


Val 


Gly Val 


Cys 


Arg 


His 




280 








285 


Leu 


Leu 


lie Pro 


Gin 


Asn 


Gly 




295 








300 


Asn 


Gin 


Tyr Arg 


Ala 


Leu 


Ser 




310 








315 


Lys 


Glu 


Ser Leu 


Cys 


Arg 


Val 




325 








330 


Gly Asp 


Val Ser 


Phe 


Tyr 


Asn 




340 








345 


Thr 


Cys 


Pro Arg 


Ser 


Ala 


Phe 




355 








360 


Arg 


Leu 


Gly Ser 


Asp 


Asp 


Ser 




370 








375 


Thr 


Gly 


Ala Ser 


Gly Val 


Met 




385 








390 


His 


Arg 


Val Gly 


Thr 


His 


Gin 




400 








405 



<210> 22 

<211> 252 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7522161CD1 

<400> 22 



Met 


Ser 


Leu 


Trp 


Leu 


Gly 


Ala 


Pro 


Val 


Pro 


Asp 


He 


Pro 


Pro 


Asp 


1 








5 










10 










15 


Ser 


Ala 


Val 


Glu 


Leu 


Trp 


Lys 


Pro 


Gly Ala 


Gin Asp 


Ala 


Ser 


Ser 










20 
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Gin 


Ala 


Gin 


Gly 


Gly 


Ser 


Ser 


Cys 


He 


Leu 


Arg 


Glu 


Glu 


Ala 


Arg 
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Met 
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Ala 


Gly 


Gly 


Thr 


Ala 


Gly 


Val 


Gly 


Leu 


Glu 


Ala 










50 










55 










60 


Ala 


Glu 


Pro 


Thr 


Ala 


Leu 


Leu 


Thr 


Arg Ala 


Glu 


Pro 


Pro 


Ser 


Glu 










65 










70 










75 


Pro 


Thr 


Glu 


He 


Arg 


Pro 


Gin 


Lys 


Arg 


Lys 


Lys 


Gly 


Pro 


Ala 


Pro 










80 










85 










90 


Lys 


Met 


Leu 


Gly 


Asn 


Glu 


Leu 


Cys 


Ser 


Val 


Cys 


Gly 


Asp 


Lys 


Ala 










95 










100 










105 


Ser 


Gly 


Phe 


His 


Tyr 


Asn 


Val 


Leu 


Ser 


Cys 


Glu 


Gly 


Cys 


Lys 


Gly 










110 










115 










120 


Phe 


Phe 


Arg 


Arg 


Ser 


Val 


He 


Lys 


Gly Ala 


His 


Tyr 


He 


Cys 


His 










125 










130 










135 


Ser 


Gly 


Gly 


His 


Cys 


Pro 


Met 


Asp 


Thr 


Tyr 


Met 


Arg 


Arg 


Lys 


Cys 










140 










145 










150 


Gin 


Glu 


Cys 


Arg 


Leu 


Arg 


Lys 


Cys 


Arg 


Gin 


Ala 


Gly 


Met 


Arg 


Glu 










155 










160 










165 


Glu 


Cys 


Val 


Leu 


Ser 


Glu 


Glu 


Gin 


He 


Arg 


Leu 


Lys 


Lys 


Leu 


Lys 










170 










175 










180 


Arg 


Gin 


Glu 


Glu 


Glu 


Gin 


Ala 


His 


Val 


Thr 


Ser 


Leu 


Pro 


Pro 


Arg 










185 










190 










195 


Ala 


Ser 


Ser 


Pro 


Pro 


Gin 


He 


Leu 


Pro 


Gin 


Leu 


Ser 


Pro 


Glu 


Gin 










200 










205 










210 


Leu 


Gly 


Met 


He 


Glu 


Lys 


Leu 


Val 


Ala 


Ala 


Gin 


Gin 


Gin 


Cys 


Asn 










215 










220 










225 


Arg 


Arg 


Ser 


Phe 


Ser 


Asp 


Arg 


Leu 


Arg Val 


Thr 


Gly 


Cys 


Lys 


Trp 
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230 

Asn Ser Ser Thr Pro Ser Ser Ser 
245 



235 
Ser Pro Gly 
250 



Pro 



240 
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Met Ser Leu Leu Met Phe Thr Gin Leu Leu Leu Cys Gly Phe Leu 
15 10 15 

Tyr Val Arg Val Asp Gly Ser Arg Leu Arg Gin Glu Asp Phe Pro 
20 25 30 

Pro Arg lie Val Glu His Pro Ser Asp Val lie Val Ser Lys Gly 
35 40 45 

Glu Pro Thr Thr Leu Asn Cys Lys Ala Glu Gly Arg Pro Thr Pro 
50 55 60 

Thr lie Glu Trp Tyr Lys Asp Gly Glu Arg Val Glu Thr Asp Lys 
65 70 75 

Asp Asp Pro Arg Ser His Arg Met Leu Leu Pro Ser Gly Ser Leu 
80 85 90 

Phe Phe Leu Arg lie Val His Gly Arg Arg Ser Lys Pro Asp Glu 
95 100 105 

Gly Ser Tyr Val Cys Val Ala Arg Asn Tyr Leu Gly Glu Ala Val 

110 115 120 

Ser Arg Asn Ala Ser Leu Glu Val Ala Leu Leu Arg Asp Asp Phe 

125 130 135 

Arg Gin Asn Pro Thr Asp Val Val Val Ala Ala Gly Glu Pro Ala 

140 145 150 

lie Leu Glu Cys Gin Pro Pro Arg Gly His Pro Glu Pro Thr lie 

155 160 165 

Tyr Trp Lys Lys Asp Lys Val Arg lie Asp Asp Lys Glu Glu Arg 

170 175 180 

lie Ser lie Arg Gly Gly Lys Leu Met lie Ser Asn Thr Arg Lys 

185 190 195 

Ser Asp Ala Gly Met Tyr Thr Cys Val Gly Thr Asn Met Val Gly 

200 205 210 

Glu Arg Asp Ser Asp Pro Ala Glu Leu Thr Val Phe Glu Arg Pro 

215 220 225 

Thr Phe Leu Arg Arg Pro lie Asn Gin Val Val Leu Glu Glu Glu 

230 235 240 

Ala Val Glu Phe Arg Cys Gin Val Gin Gly Asp Pro Gin Pro Thr 

245 ^ 250 255 

Val Arg Trp Lys Lys Asp Asp Ala Asp Leu Pro Arg Gly Arg Tyr 

260 265 270 

Asp He Lys Asp Asp Tyr Thr Leu Arg He Lys Lys Thr Met Ser 

275 280 285 

Thr Asp Glu Gly Thr Tyr Met Cys He Ala Glu Asn Arg Val Gly 

290 295 300 

Lys Met Glu Ala Ser Ala Thr Leu Thr He Arg Ala Arg Pro Val 

305 310 315 

Ala Pro Pro Gin Phe Val Val Arg Pro Arg Asp Gin He Val Ala 

320 325 330 

Gin Gly Arg Thr Val Thr Phe Pro Cys Glu Thr Lys Gly Asn Pro 

335 340 345 

Gin Pro Ala Val Phe Trp Gin Lys Glu Gly Ser Gin Asn Leu Leu 

350 355 360 

Phe Pro Asn Gin Pro Gin Gin Pro Asn Ser Arg Cys Ser Val Ser 
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Q C c 

job 






370 




375 


Pro 


Thr 


Gly Asp 


Leu Thr 


He 


Thr 


Asn He Gin Arg Ser Asp Ala 










380 






385 




390 


Gly Tyr 


Tyr 


He 


Cys Gin 


Ala 


Leu 


Thr Val Ala Gly Ser 


He 


Leu 










395 






400 




405 


Ala 


Lys 


Ala 


Gin 


Leu Glu 


Val 


Thr Asp Val Leu Thr Asp 


Arg 


Pro 










410 






415 


420 


Pro 


Pro 


He 


He 


Leu Gin Gly Pro Ala Asn Gin Thr Leu Ala Val 










425 






430 




435 


Asp Gly Thr Ala 


Leu Leu 


Lys 


Cys 


Lys Ala Thr Gly Asp 


Pro 


Leu 










440 






445 




450 


Pro 


Val 


He 


Ser 


Trp Leu 


Lys 


Glu 


Gly Phe Thr Phe Pro 


Gly Arg 










455 






460 




465 


Asp 


Pro 


Arg Ala 


Thr He 


Gin 


Glu 


Gin Gly Thr Leu Gin 


He 


Lys 










470 






475 




480 


Asn 


Leu 


Arg 


He 


Ser Asp 


Thr 


Gly Thr Tyr Thr Cys Val 


Ala 


Thr 










485 






490 




495 


Ser 


Ser 


Ser 


Gly 


Glu Thr 


Ser 


Trp 


Ser Ala Val Leu Asp 


Val 


Thr 










500 






505 




510 


Glu 


Ser 


Gly Ala 


Thr He 


Ser 


Lys 


Asn Tyr Asp Leu Ser Asp 


Leu 




Gly 






515 






520 




525 


Pro 


Pro 


Pro 


Ser Lys 


Pro 


Gin 


Val Thr Asp Val Thr 


Lys 


Asn 










530 






535 


540 


Ser 


Val 


Thr 


Leu 


Ser Tarp 


Gin 


Pro 


Gly Thr Pro Gly Thr Leu 


Pro 










545 






550 




555 


Ala 


Ser 


Ala 


Tyr 


He He 


Glu 


Ala 


Phe Ser Gin Ser Val 


Ser 


Asn 










560 






565 




570 


Ser 


Trp 


Gin 


Thr 


Val Ala 


Asn 


His 


Val Lys Thr Thr Leu 


Tyr 


Thr 










575 






580 


585 


Val 


Arg Gly Leu Arg Pro 


Asn 


Thr 


He Tyr Leu Phe Met 


Val 


Arg 










590 






595 




600 


Ala 


He 


Asn 


Pro 


Gin Gly 


Leu 


Ser 


Asp Pro Ser Pro Met 


Ser 


Asp 










605 






610 




615 


Pro 


Val 


Arg 


Thr 


Gin Asp 


He 


Ser 


Pro Pro Ala Gin Gly Val 


Asp 










620 






625 




630 


His 


Arg 


Gin 


Val 


Gin Lys 


Glu 


Leu 


Gly Asp Val Leu Val 


Arg 


Leu 


His 








635 






640 


645 


Asn 


Pro 


Val 


Val Leu 


Thr 


Pro 


Thr Thr Val Gin Val 


Thr 


Trp 










650 






655 




660 


Thr 


Val 


Asp Arg 


Gin Pro 


Gin 


Phe 


He Gin Gly Tyr Arg Val Met 






Gin 




665 






670 




675 


Tyr Arg 


Thr 


Ser Gly Leu 


Gin 


Ala Thr Ser Ser Trp 


Gin 


Asn 










680 






685 




690 


Leu Asp 


Ala 


Lys 


Val Pro 


Thr 


Glu Arg Ser Ala Val Leu 


Val 


Asn 










695 






700 




705 


Leu 


Lys 


Lys 


Gly Val Thr 


Tyr 


Glu 


He Lys Val Arg Pro 


Tyr 


Phe 










710 






715 


720 


Asn 


Glu 


Phe 


Gin 


Gly Met 


Asp 


Ser 


Glu Ser Lys Thr Val 


Arg 


Thr 


Thr 








725 






730 


735 


Glu 


Glu 


Ala 


Pro Ser 


Ala 


Pro 


Pro Gin Ser Val Thr 


Val 


Leu 


Thr 








740 






745 




750 


Val 


Gly 


Ser 


Tyr Asn 


Ser 


Thr 


Ser He Ser Val Ser 


Trp 


Asp 










755 






760 


765 


Pro 


Pro 


Pro 


Pro 


Asp His 


Gin Asn Gly He He Gin Glu 


Tyr 


Lys 


lie 








.770 






775 


780 


Trp 


Cys 


Leu 


Gly Asn 


Glu 


Thr 


Arg Phe His He Asn 


Lys 


Thr 










785 






790 


795 


Val 


Asp 


Ala 


Ala 


He Arg 


Ser 


Val 


He He Gly Gly Leu 


Phe 


Pro 










800 






805 




810 


Gly lie 


Gin 


Tyr 


Arg Val 


Glu 


Val 


Ala Ala Ser Thr Ser 


Ala 


Gly 


Val 








815 






820 




825 


Gly Val 


Lys 


Ser Glu 


Pro 


Gin 


Pro He He He Gly Arg Arg 










830 






835 




840 
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Asn 


Glu 


Val 


Val He 








845 


lie 


Thr 


Asp 


Val Val 








860 


Gly 


Ala 


Cys 


Trp Val 








875 


Trp 


Arg 


Arg 


Lys Lys 








890 


Phe 


Gin 


Arg 


Gly Asp 








905 


Gly 


Leu 


Leu 


Asn Ala 








920 


Ser 


Trp 


Pro 


Ala Thr 








935 


Pro 


Asn 


Glu 


He Gly 








950 


Val 


Pro 


Gly 


Gin Gly 








965 


Ala 


He 


Tyr 


Ser Ser 








980 


Ser 


Ser 


Ser 


Gin He 








995 


lie 


Leu 


His 


Ser Asn 








1010 


Asp 


Pro 


Gin 


Trp Lys 








1025 


Gly 


Phe 


Gly 


Tyr Ser 








1040 


Gly 


Lys 


Gly 


Gly Lys 








1055 


Gin 


Lys 


Asn 


Asn Gly 








1070 


Pro 


Pro 


Val 


Gin Pro 








1085 


Val 


Glu 


Gin 


Gin Glu 








1100 


Pro 


Leu 


Pro 


Val Gin 








1115 


Leu 


Glu 


Glu 


Asp Asp 








1130 


Val 


Ala 


Ser 


Ser Pro 








1145 


Thr 


Leu 


Thr 


Pro Ser 








1160 


Ala 


His 


Leu 


Asp Glu 








1175 


Lys 


Gin 


Thr 


Trp His 








1190 


Pro 


Val 


Pro 


Pro Leu 








1205 


Leu 


Glu 


Thr 


Asp Val 








1220 


Ala 


Leu 


Glu 


He Pro 








1235 


Gly 


Ser 


Ser 


Met ' Asp 








1250 


Phe 


Thr 


Ser 


Ser Gin 








1265 


Asp 


Ser 


Asn 


Thr Ser 








1280 


Pro 


Thr 


Lys 


Lys His 








1295 


Leu 


Pro 


His 


Arg Arg 



Thr 


Glu 


Asn 


Asn Asn 








850 


Lys 


Gin 


Pro 


Ala Phe 








865 


He 


Leu 


Met 


Gly Phe 








880 


Arg 


Lys 


Gly 


Leu Ser 








895 


Gly 


Gly 


Leu 


Met Ser 








910 


Gly 


Asp 


Pro 


Ser Tyr 








925 


Ser 


Leu 


Pro 


Val Asn 








940 


Asn 


Phe 


Gly 


Arg Gly 








955 


Asp 


Lys 


Thr 


Ala Thr 








970 


He 


Asp 


Phe 


Thr Thr 








985 


Thr 


Gin 


Ala 


Thr Pro 








1000 


Ser 


He 


His 


Glu Leu 








1015 


Ser 


Ser 


He 


Gin Gin 








1030 


Leu 


Pro 


Asp 


Gin Asn 








1045 


Lys 


Lys 


Lys 


Asn Lys 








1060 


Ser 


Thr 


Trp 


Ala Asn 








1075 


Leu 


Pro 


Gly 


Thr Glu 








1090 


Asn 


Gly 


Tyr 


Asp Ser 








1105 


Thr 


Tyr 


Leu 


His Gin 








1120 


Asp 


Arg 


Val 


Pro Thr 








1135 


Ala 


He 


Ser 


Phe Gly 








1150 


Pro 


Arg 


Glu 


Glu Met 








1165 


Leu 


Thr 


Arg 


Ala Tyr 








1180 


He 


Gin 


Ser 


Asn Asn 








1195 


Gly 


Tyr 


Val 


Ser Gly 








1210 


Ala 


Asp 


Asp 


Asp Ala 








1225 


Arg 


Pro 


Leu 


Arg Ala 








1240 


Asn 


Leu 


Asp 


Ser Ser 








1255 


Arg 


Pro 


Arg 


Pro Thr 








1270 


Ala 


Ala 


Leu 


Ser Gin 








1285 


Lys 


Gly 


Gly 


Arg Met 








1300 


Glu 


Gly 


Met 


Thr Asp 



Ser 


He 


Thr 


Glu Gin 








855 


He 


Ala 


Gly 


He Gly 








870 


Ser 


He 


Tarp 


Leu Tyr 








885 


Asn 


Tyr 


Ala 


Val Thr 








900 


Asn 


Gly 


Ser 


Arg Pro 








915 


Pro 


Trp 


Leu 


Ala Asp 








930 


Asn 


Ser 


Asn 


Ser Gly 








945 


Asp 


Val 


Leu 


Pro Pro 








960 


Met 


Leu 


Ser 


Asp Gly 








975 


Lys 


Thr 


Ser 


Tyr Asn 








990 


Tyr 


Ala 


Thr 


Thr Gin 








1005 


Ala 


Val 


Asp 


Leu Pro 








1020 


Lys 


Thr 


Asp 


Leu Met 








1035 


Lys 


Gly 


Asn 


Asn Gly 








1050 


Asn 


Ser 


Ser 


Lys Pro 








1065 


Val 


Pro 


Leu 


Pro Pro 








1080 


Leu 


Glu 


His 


Tyr Ala 








1095 


Asp 


Ser 


Trp 


Cys Pro 








1110 


Gly 


Leu 


Glu 


Asp Glu 








1125 


Pro 


Pro 


Val 


Arg Gly 








1140 


Gin 


Gin 


Ser 


Thr Ala 








1155 


Gin 


Pro 


Met 


Leu Gin 








1170 


Gin 


Phe 


Asp 


He Ala 








1185 


Gin 


Pro 


Pro 


Gin Pro 








1200 


Ala 


Leu 


He 


Ser Asp 








1215 


Asp 


Asp 


Glu 


Glu Glu 








1230 


Leu 


Asp 


Gin 


Thr Pro 








1245 


Val 


Thr 


Gly 


Lys Ala 








1260 


Ser 


Pro 


Phe 


Ser Thr 








1275 


Ser 


Gin 


Arg 


Pro Arg 








1290 


Asp 


Gin 


Gin 


Pro Ala 








1305 


Asp 


Leu 


Pro 


Pro Pro 
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1310 








Asp 




Pro Pro 


Gly 


V3±y 








1325 






m n 




Ala Gly Asn 


VaX UiXU 




















m 11 TV -y^z-y 
V3J.U Jn^^ 




His Ala 








-LO DO 






Cot* 
O t= J- 


Seir 




A5_p v-,ys 


Pro 


TV T TV 

Ala Arg 








1 "3 "7 n 






V:rJ.ll 


± 111. 




Glu Trp 


He 


Ser Ser 








1385 






A^TCf 






Pro His 


Lys 


Gin Gly 








1400 




Va J. 


xri. U 


Tyr 


Ser Lys 


Pro 


ser Prxe 








1415 










vaxy 


Thr Ala 


Ser 


Ser Lys 








1430 




Thr 


Glu 


Val 


Leu Arg 


Ala 


Gly His 








1445 






Leu 


Asp 


He 


Gly Tyr Met 


Gly Ser 








1460 






Gly 


Glu 


Leu 
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Met 


Lys 


Pro 


Phe 


Gin 


Leu 


Asp 


Leu 


1 








5 








Phe 


Ser 


Gin 


Glu 


Leu 


Gly 


Leu 


Gin 










20 








Leu 


Gly 


Tyr 


Met 


Ala 


Lys 


Asp 


Lys 










35 








Gin 


Val 


Tyr 


Ser 


Phe 


Ser 


Gin 


Gin 










50 








Ser 


Gly 


Gin 


Pro 


Val 


Thr 


Leu 


Leu 










65 








Gly 


Phe 


Val 


Leu 


Trp 


He 


Lys 


Asp 










80 








Arg 


Asp 


Leu 


Ser 


Ser 


Tyr 


Pro 


Gin 










95 








Leu 


Ser 


Gly 


Glu 


His 


His 


Leu 


Lys 










110 








Asp 


Asp 


Ala 


Val 


Tyr 


Glu 


Cys 


Gin 










125 








Ser 


Arg 


Pro 


Ala 


Arg 


Leu 


Thr 


Val 










140 








Val 


He 


Leu 


Gly 


Gly Pro 


Val 


He 










155 








Leu 


Asn 


Leu 


Thr 


Cys 


His 


Ala 


Asp 










170 






He 


He 


Trp 


Leu 


Arg 


Lys 


Gly 


Glu 










185 








Ser 


Lys 


Thr 


Leu 


Leu 


Arg 


Asp 


Gly 










200 






Thr 


Leu 


Phe 


val 


Ser 


Pro 


Gly 


Asp 



1315 






1320 


Leu Arg 


G±n 


\3±xi xxe 


Gly Pro 


1330 






1335 


Asn Ser 


AX a 


Glu Arg 


Lys Gly 


X345 






1350 


Ser Ser 


Leu 


Glu Asp 


Thr Lys 


T "3 ^ rv 






1365 


Thr Ser 


Leu 


Glu Trp 


Gin Arg 


1 O T C 






1380 


ixir Ox±u 


Arg 


Gin Glu 


Asp He 


1390 






1395 


Val Gly 


Ser 


Glu Glu 


Ala Leu 


1405 






1410 


Pro Ser 


Pro 


Gly Gly His Ser 


1420 






1425 


Gly Ser 


Thr 


Gly Pro 


Arg Lys 


1435 






1440 


Gin Arg Asn Ala Ser Asp Leu 


1450 






1455 


Asn Ser 


Gin 


Gly Gin 


Phe Thr 


1465 






1470 



Leu 


Phe Val Cys Phe Phe 


Leu 




10 


15 


Lys Arg Gly Cys Cys Leu 


val 




25 


30 


Phe Arg Arg Met Asn Glu Gly 




40 


45 


Pro 


Gin Asp Gin Val Val Val 




55 


60 


Cys 


Ala He Pro Glu Tyr 


Asp 




70 


75 


Gly Leu Ala Leu Gly Val 


Gly 




85 


90 


Tyr 


Leu Val Val Gly Asn His 




100 


105 


He 


Leu Arg Ala Glu Leu 


Gin 




115 


120 


Ala 


He Gin Ala Ala He 


Arg 




130 


135 


Leu 


Val Pro Pro Asp Asp 


Pro 




145 


150 


Ser 


Leu Arg Ala Gly Asp 


Pro 




160 


165 


Asn 


Ala Lys Pro Ala Ala 


Ser 




175 


180 


Val 


He Asn Gly Ala Thr 


Tyr 




190 


195 


Lys 


Arg Glu Ser He Val 


Ser 




205 


210 


Val 


Glu Asn Gly Gin Ser 


He 
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215 220 225 

Val Cys Arg Ala Thr Asn Lys Ala lie Pro Gly Gly Lys Glu Thr 
230 235 240 

Ser Val Thr lie Asp lie Gin His Pro Pro Leu Val Asn Leu Ser 
245 250 255 

Val Glu Pro Gin Pro Val Leu Glu Asp Asn Val Val Thr Phe His 
260 265 270 

Cys Ser Ala Lys Ala Asn Pro Ala Val Thr Gin Tyr Arg Trp Ala 
275 280 285 

Lys Arg Gly Gin lie lie Lys Glu Ala Ser Gly Glu Val Tyr Arg 
290 295 300 

Thr Thr Val Asp Tyr Thr Tyr Phe Ser Glu Pro Val Ser Cys Glu 
305 310 315 

Val Thr Asn Ala Leu Gly Ser Thr Asn Leu Ser Arg Ala Val Asp 
320 325 330 

Val Tyr Phe Gly Pro Arg Met Thr Thr Glu Pro Gin Ser Leu Leu 
335 340 345 

Val Asp Leu Gly Ser Asp Ala lie Phe Ser Cys Ala Trp Thr Gly 
350 355 360 

Asn Pro Ser Leu Thr lie Val Trp Met Lys Arg Gly Ser Gly Val 
365 370 375 

Val Leu Ser Asn Glu Lys Thr Leu Thr Leu Lys Ser Val Arg Gin 
380 385 390 

Glu Asp Ala Gly Lys Tyr Val Cys Arg Ala Val Val Pro Arg Val 
395 400 405 

Gly Ala Gly Glu Arg Glu Val Thr Leu Thr Val Asn Gly Pro Pro 
410 415 420 

He He Ser Ser Thr Gin Thr Gin His Ala Leu His Gly Glu Lys 
425 430 435 

Gly Gin He Lys Cys Phe He Arg Ser Thr Pro Pro Pro Asp Arg 
440 445 450 

He Ala Trp Ser Trp Lys Glu Asn Val Leu Glu Ser Gly Thr Ser 
455 460 465 

Gly Arg Tyr Thr Val Glu Thr He Ser Thr Glu Glu Gly Val He 
470 475 480 

Ser Thr Leu Thr He Ser Asn He Val Arg Ala Asp Phe Gin Thr 
485 490 495 

He Tyr Asn Cys Thr Ala Trp Asn Ser Phe Gly Ser Asp Thr Glu 
500 505 510 

He He Arg Leu Lys Glu Gin Gly Ser Glu Met Lys Ser Gly Ala 
515 520 525 

Gly Leu Glu Ala Glu Ser Val Pro Met Ala Val He He Gly Val 
530 535 540 

Ala Val Gly Ala Gly Val Ala Phe Leu Val Leu Met Ala Thr He 
545 550 555 

Val Ala Phe Cys Cys Ala Arg Ser Gin Arg Asn Leu Lys Gly Val 
560 565 570 

Val Ser Ala Lys Asn Asp He Arg Val Glu He Val His Lys Glu 
575 580 585 

Pro Ala Ser Gly Arg Glu Gly Glu Glu His Ser Thr He Lys Gin 
590 595 600 

Leu Met Met Asp Arg Gly Glu Phe Gin Gin Asp Ser Val Leu Lys 
605 610 615 

Gin Leu Glu Val Leu Lys Glu Glu Glu Lys Glu Phe Gin Asn Leu 
620 625 630 

Lys Asp Pro Thr Asn Gly Tyr Tyr Ser Val Asn Thr Phe Lys Glu 
635 640 645 

His His Ser Thr Pro Thr He Ser Leu Ser Ser Cys Gin Pro Asp 
650 655 660 

Leu Arg Pro Ala Gly Lys Gin Arg Val Pro Thr Gly Met Ser Phe 
665 670 675 

Thr Asn He Tyr Ser Thr Leu Ser Gly Gin Gly Arg Leu Tyr Asp 
680 685 690 
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Tyr 


Gly 


Gin 


Arg 


Pile 


Val 


Leu 


Gly Met 


Gly 


Ser 


Ser 


Ser 


lie 


Glu 






695 










700 










705 


Leu 


Cys 


Glu 


Arg 


Glu 


Phe 


Gin 


Arg 


Gly 


Ser 


Leu 


Ser 


Asp 


Ser 


Ser 








710 










715 










720 


Ser 


Phe 


Leu 


Asp 


Thr 


Gin 


Cys 


Asp 


Ser 


Ser 


Val 


Ser 


Ser 


Ser 


Gly 






725 










730 










735 


Lys 


Gin 


Asp 


Gly 


Tyr Val 


Gin 


Phe 


Asp 


Lys 


Ala 


Ser 


Lys 


Ala 


Ser 








740 










745 










750 


Ala 


Ser 


Ser 


Ser 


His 


His 


Ser 


Gin 


Ser 


Ser 


Ser 


Gin 


Asn 


Ser Asp 








755 










760 










765 


Pro 


Ser 


Arg 


Pro 


Leu 


Gin Arg Arg 


Met 


Gin 


Thr 


His 


Val 












770 










775 
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Met Ala 


Thr 


lie 


Glu 


Glu 


He 


1 






5 






Met Gly 


Glu 


lie 


Val 


Thr 


Glu 








20 






lie Val 


Thr 


Ala 


Leu 


Asp 


His 








35 






Leu Thr 


Asn 


His 


Asp Gly 


Ser 








50 






Arg Gin Asp 


Ser 


Thr 


Pro 


Gly 








65 






Ala Ala Gly Val Asn Gin Leu 








80 






Ala Gin 


His 


Leu 


Gin 


Leu 


Leu 








95 






Pro Asn 


Lys 


Val 


Phe 


Asp 


Leu 








110 






Ser Gly Arg His Tyr Gly Ala 








125 






Phe Phe 


Lys 


Arg 


Ser 


He 


Arg 








140 






Gly Ser 


Lys 


Asp 


Cys 


He 


He 








155 






Gin Tyr 


Cys 


Arg 


Leu 


Gin 


Arg 








170 






Asp Ser 


Val 


Gin 


Cys 


Glu 


Arg 






185 






Lys Ser 


Ser 


Asn 


Cys 


Ala 


Ala 






200 






Lys Asp 


Leu 


Arg 


Ser 


Pro 


Leu 








215 






Asp Ser 


Glu 


Ser 


Thr 


Arg 


Ser 






230 






Phe Met 


Asn 


He 


His 


Pro 


Ser 








245 






Leu Met 


Thr 


Ser Asp 


Lys 


Lys 








260 






Gly His 


Leu 


Thr 


Leu 


Leu 


Gin 






275 







Ala 


His 


Gin 


He 


He 


Glu 


Gin 


Gin 






10 










15 


Gin 


Gin 


Thr 


Gly 


Gin 


Lys 


He 


Gin 






25 










30 


Asn 


Thr 


Gin 


Gly 


Lys 


Gin 


Phe 


He 






40 










45 


Thr 


Pro 


Ser 


Lys 


Val 


He 


Leu 


Ala 






55 










60 


Lys 


Val 


Phe 


Leu 


Thr 


Thr 


Pro 


Asp 




70 










75 


Phe 


Phe 


Thr 


Thr 


Pro 


Asp 


Leu 


Ser 






85 










90 


Thr 


Asp 


Asn 


Ser 


Pro 


Asp 


Gin 


Gly 






100 










105 


Cys 


Val 


Val 


Cys 


Gly Asp 


Lys 


Ala 




115 










120 


Val 


Thr 


Cys 


Glu Gly Cys 


Lys 


Gly 






130 










135 


Lys 


Asn 


Leu 


Val 


Tyr 


Ser 


Cys 


Arg 




145 










150 


Asn 


Lys 


His 


His 


Arg 


Asn 


Arg 


Cys 




160 










165 


Cys 


He 


Ala 


Phe 


Gly Met 


Lys 


Gin 




175 










180 


Lys 


Pro 


He 


Glu 


Val 


Ser 


Arg 


Glu 




190 










195 


Ser 


Thr 


Glu 


Lys 


He 


Tyr 


He 


Arg 






205 










210 


Thr 


Ala 


Thr 


Pro 


Thr 


Phe 


Val 


Thr 






220 










225 


Thr 


Gly Leu 


Leu Asp 


Ser 


Gly Met 






235 










240 


Gly Val 


Lys 


Thr 


Glu 


Ser 


Ala 


Val 






250 










255 


Cys 


Arg 


Pro 


Thr 


Val 


Met 


Phe 


Gin 




265 










270 


Lys 


His 
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Met 


Glu 


Leu 


Leu 


Pro 


Pro 


Leu 


Pro Gin 


1 








5 








lieu 


Leu 


Pro 


Ala 


Lys 


Pro 


Ala 


Ala Gly 










20 






Arg 


Thr 


Pro 


Tyr 


Ala 
35 


Ala 


Ser 


Arg Asp 


Val 


Pro 


Ser 


Phe 


Ser 
50 


Ala 


Gly 


Gly Leu 


Tyr 


Glu 


Gly 


Asp 


Arg 
65 


Asn 


Glu 


Gly Ala 


Asn 


Arg 


Leu 


His 


Val 
80 


Leu 


Gly 


Pro Asp 


Leu 


Ala 


Thr 


Gly 


Pro 
95 


Ala 


Gly 


Asp Pro 


Ala 


Cys 


Gly 


Pro 


Gly 
110 


Pro 


His 


Gly Pro 


Lys 


Val 


Leu 


Val 


Leu 
125 


Asp 


Pro 


Ala Leu 


Gly 


Ser 


Ser 


Leu 


Gin 
140 


Gly 


Arg 


Cys Phe 


Gin 


Gly 


Thr 


Ala 


Val 
155 


His 


Leu 


Ala Ala 


Ala 


His 


His 


Asn 


Arg 
170 


Pro 


Asp 


Asp Cys 


Pro 


Leu 


Gly 


Thr 


Arg 
185 


Val 


Thr 


Val Val 


Tyr 


Phe 


Tyr 


Val 


Ala 
200 


Ser 


Ser 


Leu Asp 


Phe 


Ser 


Pro 


Arg 


Ser 
215 


Val 


Ser 


He Arg 


Ser 


Gly 


Phe 


Ala 


Pro 
230 


Gly 


Phe 


Val Ala 


His 


Leu 


Val 


Ser 


Tyr 


Ser 


He 


Glu Tyr 










245 






Gly 


Ala 


Phe 


Val 


Tyr 
260 


Phe 


Leu 


Thr Val 


Asp 


Asp 


Pro 


Ser 


Ala 
275 


Leu 


His 


Thr Arg 


Thr 


Glu 


Pro 


Glu 


Leu 
290 


Gly 


Asp 


Tyr Arg 


Arg 


Phe 


Ala 


Pro 


Lys 
305 


Arg 


Arg 


Arg Arg 


Gin 


Pro 


Tyr 


Leu 


Val 
320 


Leu 


Arg 


Val Ala 


Ala 


Gin 


Leu 


Ala 


Thr 
335 


Glu 


Leu 


Ser He 


Leu 


Phe 


Gly 


Val 


Phe 

350 


Val 


Thr 


Gly Lys 


Gly 


Pro 


Asn 


Ser 


Val 
365 


Val 


Cys 


Ala Phe 


Thr 


Leu 


He 


Asp 


Glu 
380 


Gly 


Val 


Glu Arg 


His 


Pro 


Gly 


Leu 


Arg 


Arg 


Gly 


Leu Asp 



395 
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Ser 


Phe 


Leu 


Leu 


Leu 


Leu 


10 










15 


Glu 


Asp 


Trp 


Gin 


Cys 


Pro 


25 










30 


Phe 


Asp 


Val 


Lys 


Tyr Val 


40 










45 


Val 


Gin 


Ala 


Met 


Val 


Thr 


55 










60 


Val 


Phe 


Val 


Ala 


He 


Arg 


70 










75 


Leu 


Lys 


Ser 


Val 


Gin 


Ser 


85 










90 


Gly 


Cys 


Gin 


Thr 


Cys 


Ala 


100 










105 


Pro 


Gly 


Gly 


Thr 


Asp 


Thr 


115 










120 


Pro 


Ala 


Leu 


Val 


Ser 


Cys 


130 










135 


Leu 


His 


Asp 


Leu 


Glu 


Pro 


145 










150 


Pro 


Ala 


Cys 


Leu 


Phe 


Ser 


160 










165 


Pro 


Asp 


Cys 


Val 


Ala 


Ser 


175 










180 


Glu Gin Gly 


Gin 


Ala 


Ser 


190 










195 


Ala 


Ala 


Val 


Ala 


Ala 


Ser 


205 










210 


Arg 


Leu 


Lys 


Ala 


Asp 


Ala 


220 










225 


Leu 


Ser 


Val 


Leu 


Pro 


Lys 


235 










240 


Val 


His 


Ser 


Phe 


His 


Thr 


250 










255 


Gin 


Pro 


Ala 


Ser 


Val 


Thr 


265 










270 


Leu 


Ala 


Arg 


Leu 


Ser 


Ala 


280 










285 


Glu 


Leu 


Val 


Leu 


Asp 


Cys 


295 










300 


Gly Ala 


Pro 


Glu Gly Gly 


310 










315 


His 


Ser 


Ala 


Pro 


Val 


Gly 


325 










330 


Ala 


Glu 


Gly 


Gin 


Glu 


Val 


340 










345 


Asp 


Gly 


Gly 


Pro 


Gly Val 


355 










360 


Pro 


He 


Asp 


Leu 


Leu 


Asp 


370 










375 


Cys 


Cys 


Glu 


Ser 


Pro 


Val 


385 










390 


Phe 


Phe 


Gin 


Ser 


Pro 


Ser 


400 










405 
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Phe 


Cys 


Pro 


Asn 


Pro 
410 


Pro 


Gly 


Ser 


Cys 


Arg 


His 


Phe 

425 


Pro 


Leu 


Val 


Asp 


Leu 


Phe 


Asn 
440 


Gly 


Leu 


beu 


Tyr 


Val 


Thr 


Arg 
455 


Phe 


Asp 


Thr 


Met 


Asp 


Gly 


Arg 
470 


lie 


Leu 


Asn 


Tyr 


Leu 


Leu 


Tyr 
485 


Val 


Ser 


Gin 


Pro 


Val 


Gin 


Arg 
500 


Asp 


Val 


Phe 


Ala 


Ser 


Gly 


Asp 
515 


Gin 


Val 


Gly 


Cys 


Arg 


His 


Phe 
530 


Leu 


Thr 


His 


Phe 


Met 


Gly 


Cys 
545 


Gly 


Trp 


Lys 


Glu 


Cys 


Pro 


Gly 
560 


Ser 


Trp 


Leu 


Thr 


Glu 


Phe 


His 
575 


Pro 


His 


Arg 


Leu 


Thr 


Leu 


Cys 
590 


Gly 


Ser 


Leu 


Val 


Pro 


Glu 


Gly 
605 


Thr 


His 


Cys 


Arg 


Pro 


Leu 


Pro 
620 


Lys 


Asp 


Arg 


Lys 


Asp 


Phe 


Val 
635 


Glu 


Glu 


Gly 


Thr 


Gin 


Ala 


Val 
650 


Gly 


Pro 


Asn 


Met 


Pro 


Pro 


Gly 
665 


Lys 


His 


Leu 


Arg 


Gly 


Phe 


Ser 
680 


Phe 


Met 


Pro 


Leu 


Phe 


Gly 


Pro 
695 


Arg 


Ala 


Gly 


Gin 


Ser 


Leu 


Ser 
710 


Val 


Gly 


Gly 


Thr 


Glu 


Cys 


Leu 
725 


Leu 


Ala 


Cys 


Thr 


Thr 


Pro 


Pro 
740 


Gly 


Ala 


Leu 


Gin 


Val 


Gly 


Gly 
755 


Ala 


Gin 


Tyr 


Arg 


Glu 


Asp 


Pro 
770 


Val 


Val 


Tyr 


lie 


Asn 


Ser 


His 
785 


lie 


Thr 


Ala 


Trp 


His 


Leu 


Val 
800 


Leu 


Ser 


Glu 


Ser 


Arg 


Cys 


Glu 
815 


Arg 


Gin 


Leu 


Pro 


Glu 


Tyr 


Val 
830 


Val 


Arg 


Asn 


Leu 


Ser 


Ala 


Arg 
845 


Gly 


Asp 


Gly 


Phe 


Arg 


Phe 


Leu 
860 


Pro 


Pro 


Val 


Pro 


Leu 


Lys 


Pro 


Glu 


Glu 



Leu 


Glu 


Ala 
415 


Leu 


Ser 


Pro 


Asn 


Leu 


Val 


Ser 
430 


Ser 


Ser 


Phe 


Ser 


Leu 


Gly 


Pro 
445 


Val 


Gin 


Val 


Thr 


Asn 


Val 


Thr 
460 


val 


Ala 


His 


Met 


Gin 


Val 


Glu 
475 


Leu 


Val 


Arg 


Ser 


Asn 


Phe 


Ser 
490 


Leu 


Gly 


Asp 


Ser 


Ser 


Arg 


Leu 
505 


Gly 


Asp 


His 


Leu 


Phe 


Gin 


Val 
520 


Pro 


He 


Arg 


Gly 


Cys 


Gly 


Arg 
535 


Cys 


Leu 


Arg 


Ala 


Cys 


Gly 


Asn 

550 


Met 


Cys 


Gly 


Gin 


Gin 


Gin 


Asp 
565 


His 


Cys 


Pro 


Pro 


Ser 


Gly 


Pro 
580 


Leu 


Arg 


Gly 


Ser 


Asn 


Phe 


Tyr 
595 


Leu 


His 


Pro 


Ser 


Gin 


Val 


Thr 
610 


Val 


Gly 


Gin 


Ser 


Ser 


Ser 


Lys 
625 


Leu 


Arg 


Pro 


Val 


Phe 


Glu 


Cys 
640 


Glu 


Leu 


Glu 


Pro 


Thr 


Asn 


Val 
655 


Ser 


Leu 


Thr 


Val 


Phe 


Arg 


Val 
670 


Asp 


Gly 


Thr 


Ser 


Glu 


Pro 


Val 
685 


Leu 


He 


Ala 


Val 


Gly 


Gly 


Thr 
700 


Cys 


Leu 


Thr 


Leu 


Thr 


Ser 


Arg 
715 


Ala 


Val 


Leu 


Val 


Arg 


Val 


Ser 
730 


Glu 


Gly 


Gin 


Leu 


Thr 


Val 


Ala 
745 


Ser 


Val 


Pro 


Leu 


Val 


Pro 


Gly 
760 


Ser 


Trp 


Thr 


Phe 


Leu 


Ser 


He 


Ser 


Pro 


Asn 


Cys 






775 








He 


Cys 


Gly 
790 


Gin 


His 


Leu 


Thr 


Phe 


His 


Asp 
805 


Gly 


Leu 


Arg 


Ala 


Leu 


Pro 


Glu 


Gin 


Gin 


Leu 


Cys 






820 








Asp 


Pro 


Gin 
835 


Gly 


Trp 


Val 


Ala 


Gly 


Ala 


Ala 
850 


Gly 


Phe 


Thr 


Leu 


Pro 


His 


Pro 
865 


Pro 


Ser 


Ala 


Asn 


His 


Ala 


He 


Lys 


Phe 


Glu 


Leu 
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Thr 
420 
Arg 
435 
Ala 
450 
Gly 
465 
Leu 
480 
Gly 
495 
Leu 
510 
Pro 
525 
Trp 
540 
Gin 
555 
Lys 
570 
Thr 
585 
Gly 
600 
Pro 
615 
Pro 
630 
Leu 
645 
Thr 
660 
Val 
675 
Gin 
690 
Glu 
705 
Asn 
720 
Leu 
735 
Ser 
750 
Gin 
765 
Gly 
780 
Ser 
795 
Val 
810 
Arg 
825 
Gly 
840 
Pro 
855 
Leu 
870 
Gly 
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875 


Gin 


Asp 


Gly 


Ala Pro 








890 


lie 


Leu 


Gly 


Arg Val 








905 


Ser 


Thr 


Leu 


Leu Gly 






TV 1 > 

Ala 


920 


Ala 


Leu 


Tnr Ala 








935 


Gin 


Leu 


Val 


Leu Pro 








950 


Gin 


Thr 


Ala 


Gly Ala 








965 


Asp 


Tyr 


Arg 


Ser Gly 








980 


Ser 


Thr 


Thr 


Cys Val 








995 


Glu 


Ser 


Cys 


Val Pro 








1010 


Asp 


Leu 


Asp 


Ser Ala 








1025 


Pro 


His 


Glu 


Arg Val 








1040 


Gly 


His 


Phe 


Gly Val 








1055 


Gin 


Asn 


Arg 


lie Gin 








1070 


Glu 


Met 


Gin 


Gin Val 








1085 


Arg 


Gly 


Leu 


Asn His 








1100 


Leu 


Pro 


Pro 


Glu Gly 








1115 


His 


Gly 


Asp 


Leu Leu 








1130 


Thr 


Val 


Lys 


Asp Leu 








1145 


Met 


Glu 


Tyr 


Leu Ala 








1160 


Ala 


Arg 


Asn 


Cys Met 








1175 


Asp 


Phe 


Gly 


Leu Ala 








1190 


Val 


Gin 


Gin 


His Arg 








1205 


Leu 


Glu 


Ser 


Leu Gin 








1220 


Trp 


Ser 


Phe 


Gly Val 








1235 


Pro 


Pro 


Tyr 


Arg His 








1250 


Ala 


Gin 


Gly 


Arg Arg 








1265 


Leu 


Tyr 


Gin 


Val Met 








1280 


Arg 


Pro 


Thr 


Phe Gly 








1295 


Ser 


Ala 


Leu 


Leu Gly 








1310 


Met 


Asn 


Leu 


Gly Pro 








1325 


Glu 


Gin 


Pro 


Gin Phe 








1340 









880 


Leu 


Gin 


Val 


Cys Val 








895 


Val 


Arg 


Pro 


Gly Pro 








910 


lie 


Leu 


Leu 


Pro Leu 








925 


Leu 


Val 


Phe 


Ser Tyr 








940 


Pro 


Asn 


Leu 


Asn Asp 








955 


Thr 


Pro 


Leu 


Pro He 








970 


Leu 


Ala 


Leu 


Pro Ala 








985 


His 


Gly 


Ala 


Ser Phe 








1000 


Leu 


Leu 


Arg 


Lys Glu 








1015 


Leu 


Leu 


Ala 


Glu Val 








1030 


Val 


Thr 


His 


Ser Asp 








1045 


Val 


Tyr 


His 


Gly Glu 








1060 


Cys 


Ala 


lie 


Lys Ser 








1075 


Glu 


Ala 


Phe 


Leu Arg 








1090 


Pro 


Asn 


Val 


Leu Ala 








1105 


Leu 


Pro 


His 


Val Leu 








1120 


Gin 


Phe 


lie 


Arg Ser 








1135 


lie 


Ser 


Phe 


Gly Leu 








1150 


Glu 


Gin 


Lys 


Phe Val 








1165 


Leu 


Asp 


Glu 


Ser Phe 








1180 


Arg 


Asp 


He 


Leu Asp 








1195 


His 


Ala 


Arg 


Leu Pro 








1210 


Thr 


Tyr 


Arg 


Phe Thr 








1225 


Leu 


Leu 


Trp 


Glu Leu 








1240 


lie 


Asp 


Pro 


Phe Asp 








1255 


Leu 


Pro 


Gin 


Pro Glu 








1270 


Gin 


Gin 


Cys 


Trp Glu 








1285 


Val 


Leu 


Val 


Gly Glu 








1300 


Asp 


His 


Tyr 


Val Gin 








1315 


Ser 


Thr 


Ser 


His Glu 








1330 


Ser 


Pro 


Met 


Pro Gly 








1345 









885 


Asp 


Gly 


Glu 


Cys His 








900 


Asp 


Gly 


Val 


Pro Gin 








915 


Leu 


Leu 


Leu 


Val Ala 








930 


Trp 


Trp 


Arg 


Arg Lys 








945 


Leu 


Ala 


Ser 


Leu Asp 








960 


Leu 


Tyr 


Ser 


Gly Ser 








975 


He 


Asp 


Gly 


Leu Asp 








990 


Ser 


Asp 


Ser 


Glu Asp 








. 1005. 


Ser 


He 


Gin 


Leu Arg 








1020 


Lys 


Asp 


Val 


Leu He 








1035 


Arg 


Val 


He 


Gly Lys 








1050 


Tyr 


He 


Asp 


Gin Ala 








1065 


Leu 


Ser 


Arg 


He Thr 








1080 


Glu 


Gly 


Leu 


Leu Met 








1095 


Leu 


He 


Gly 


He Met 








1110 


Leu 


Pro 


Tyr 


Met Cys 








1125 


Pro 


Gin 


Arg 


Asn Pro 








1140 


Gin 


Val 


Ala 


Arg Gly 








1155 


His 


Arg 


Asp 


Leu Ala 








1170 


Thr 


Val 


Lys 


Val Ala 








1185 


Arg 


Glu 


Tyr 


Tyr Ser 








1200 


Val 


Lys 


Trp 


Met Ala 








1215 


Thr 


Lys 


Ser 


Asp Val 








1230 


Leu 


Thr 


Arg 


Gly Ala 








1245 


Leu 


Thr 


His 


Phe Leu 








1260 


Tyr 


Cys 


Pro 


Asp Ser 








1275 


Ala 


Asp 


Pro 


Ala Val 








1290 


Val 


Glu 


Gin 


He Val 








1305 


Leu 


Pro 


Ala 


Thr Tyr 








1320 


Met 


Asn 


Val 


Arg Pro 








1335 


Asn 


Val 


Arg 


Arg Pro 








1350 
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Arg Pro Leu Ser Glu Pro Pro Arg Pro Thr 
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<400> 27 



Met Ala Gin Lys 


Glu 


Gly Gly Arg Thr Val 


Pro 


Cys 


Cys 


Ser 


Arg 


1 


5 


10 










15 


Pro Lys Val Ala 


Ala 


Leu Thr Ala Gly Thr 


Leu 


Leu 


Leu 


Leu 


Thr 




20 


25 










30 


Ala He Gly Ala 


Ala 


Ser Trp Ala He Val 


Ala 


Val 


Leu 


Leu 


Arg 


35 


40 










45 


Ser Asp Gin Glu 


Pro 


Leu Tyr Pro Asp Val 


Gin 


Asn 


Glu Asp 


Gin 


50 


55 










60 


Arg Gly His Ala 


Ala 


Gly Glu Arg Gly Ala 


Arg 


Asn 


Ser 


Ser 






65 


70 
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<400> 28 



Met 


Glu 


Pro 


Leu 


Val 


Thr 


Trp 


Val 


Val 


Pro 


Leu 


Leu 


Phe 


Leu 


Phe 


1 








5 










10 










15 


Leu 


Leu 


Ser 


Arg 


Gin 


Gly 


Ala 


Ala 


Cys 


Arg 


Thr 


Ser 


Glu 


Cys 


Cys 










20 










25 










30 


Phe 


Gin 


Asp 


Pro 


Pro 


Tyr 


Pro 


Asp Ala Asp 


Ser Gly Ser Ala 


Ser 










35 










40 










45 


Gly 


Pro 


Arg 


Asp 


Leu 


Arg 


Cys 


Tyr Arg 


He 


Ser 


Ser 


Asp 


Arg 


Tyr 










50 










55 










60 


Glu 


Cys 


Ser 


Trp 


Gin 


Tyr 


Glu 


Gly 


Pro 


Thr 


Ala 


Gly Val 


Ser 


His 










65 










70 










75 


Phe 


Leu 


Arg 


Cys 


Cys 


Leu 


Ser 


Ser 


Gly Arg 


Cys 


Cys 


Tyr 


Phe 


Ala 










80 










85 










90 


Ala 


Gly 


Ser 


Ala 


Thr 


Arg 


Leu 


Gin 


Phe 


Ser 


Asp 


Gin 


Ala 


Gly 


Val 










95 










100 










105 


Ser 


Val 


Leu 


Tyr 


Thr 


Val 


Thr 


Leu 


Trp 


Val 


Glu 


Ser 


Trp 


Ala 


Arg 










110 










115 










120 


Asn 


Gin 


Thr 


Glu 


Lys 


Ser 


Pro 


Glu 


Val 


Thr 


Leu 


Gin 


Leu 


Tyr 


Asn 










125 










130 










135 


Ser 


Val 


Lys 


Tyr 


Glu 


Pro 


Pro 


Leu 


Gly 


Asp 


He 


Lys 


Val 


Ser 


Lys 










140 










145 










150 


Leu 


Ala 


Gly 


Gin 


Leu 


Arg 


Met 


Glu 


Trp 


Glu 


Thr 


Pro 


Asp 


Asn 


Gin 










155 










160 










165 


Val 


Gly 


Ala 


Glu 


Val 


Gin 


Phe 


Arg 


His 


Arg 


Thr 


Pro 


Ser 


Ser 


Pro 








170 










175 










180 


Trp 


Lys 


Leu 


Gly 


Asp 


Cys 


Gly 


Pro 


Gin 


Asp 


Asp Asp 


Thr 


Glu 


Ser 










185 










190 










195 


Cys 


Leu 


Cys 


Pro 


Leu 


Glu 


Met 


Asn Val 


Ala 


Gin 


Glu 


Phe 


Gin 


Leu 










200 










205 










210 


Arg 


Arg 


Arg 


Gin 


Leu 


Gly 


Ser 


Gin Gly 


Ser 


Ser 


Trp 


Ser 


Lys 


Trp 
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Ser 


Ser 


Pro 


Val 


Arg 


Phe 


Leu 


Thr 


Leu 


Cys 


Gin 


Gly 


Leu 


His 


Met 


Leu 


His 


Leu 


Val 


Ala 


Val 


Thr 


Trp 


His 


Asn 


lie 


Ser 


Arg 


Ala 


Gin 


Gin 


Asp 


Gly 


Pro 


Asp 


Pro 


Gly 


Ala 


Het 


Ser 


Ala 


His 


Thr 


Tyr 


His 


His 


Val 


Ser 


Trp 


Ala 


Pro 


Tyr 


Val 


Val 


His 


Pro 


Val 


Arg 


Ala 


Gly 


Trp 


Leu 


Arg 


Val 


Gin 


Val 


Phe 


Leu 


Ser 


Asn 


Arg 


Ala 


Ala 


Ser 


Ser 


Trp 


He 


Asn 


Ala 


Leu 


Val 


Pro 


Leu 


Glu 


Leu 


Asp 


Thr 


Arg 


Leu 


Ser 


Thr 


Gin 


Pro 





215 




Val 


Cys 


Val 




230 




Ser 


Val 


Glu 




245 




Lys 


Glu 


Gin 




260 




Leu 


Ala 


Pro 




275 




Leu 


Ser 


Cys 




290 




Gly 


Lys 


Met 




305 




He 


Ser 


Ser 




320 




He 


Pro 


Ala 




335 




Val 


Gly 


Thr 




350 




Ser 


Met 


Thr 




365 




Gly 


Leu 


Ala 




380 




Ala 


Gly 


Met 




395 




Gly 


Gin 


Glu 




410 




Pro 


Glu 


Lys 




425 




Phe 


Gly 


Gly 




440 




Val 


Lys 


Asn 




455 




Ser 


Leu 


Leu 




470 




Arg 


Cys 


Arg 




485 




Gin 


Pro 


Thr 




500 




Val 


Ala 


Tyr 




515 




Gly 


Val 


Trp 




530 




Ser 


Asp 


Trp 




545 




He 


Leu 


Leu 




560 




Ala 


Arg 


His 




575 




Ala 


He 


Glu 




590 




Pro 


Val 


Asp 




605 




Val 


Glu 


Met 




620 




Lys 


Thr 


Glu 




635 




Glu 


Leu 


Ser 




650 




Gin 


Ser 


Gin 




665 




He 


Pro 


Ser 




680 





Pro 


Pro 


Glu 


Gin 


Leu 


Gly 


Pro 


Thr 


Gin 


Gly 


Thr 


Glu 


Pro 


Cys 


Lys 


Pro 


Tyr 


Leu 


Asn 


Gin 


Phe 


Asp 


Thr 


His 


Asn 


Gly 


Thr 


Tyr 


Cys 


He 


Thr 


Cys 


Ser 


Ala 


Thr 


Tyr 


Lys 


Cys 


Tyr 


Leu 


Thr 


Leu 


Asn 


Ala 


Ser 


His 


Ser 


Leu 


Ser 


Thr 


Cys 


Asp 


Glu 


Asp 


Glu 


Thr 


Gin 


Thr 


Val 


Gin 


Ser 


Gin 


Pro 


Leu 


He 


Phe 


Val 


Gly 


Val 


Leu 


Cys 


Pro 


Phe 


Pro 


Gly 


Phe 


Gin 


Glu 


Ser 


Trp 


Asp 


Leu 


Pro 


Glu 


Leu 


Glu 


Asp 


Arg 


Leu 


Val 


Thr 


His 


Met 



220 






Asn 


Pro 


Pro 


235 






Gin 


Asp 


Gly 


250 






Leu 


Glu 


Leu 


265 






Val 


Thr 


Tyr 


280 






Ala 


Lys 


Ala 


295 






Ser 


Gly 


Ala 


310 






Gly 


Pro 


Gly 


325 






Thr 


Glu 


Pro 


340 






Thr 


Met 


Tyr 


355 






Glu 


Trp 


Gin 


370 






Leu 


Thr 


Ala 


385 






Ser 


Trp 


Ser 


400 






Tyr 


He 


Thr 


415 






Trp 


Ser 


Thr 


430 






Ala 


Ala 


Gly 


445 






Asp 


Ser 


Val 


460 






Pro 


Gly 


Val 


475 






Ser 


Lys 


Gin 


490 






Val 


Thr 


Leu 


505 






Val 


Arg 


Ala 


520 






Gin 


Arg 


Phe 


535 






Phe 


Ala 


Ser 


550 






Leu 


Gly 


Tyr 


565 






Pro 


Leu 


Pro 


580 






Gly 


Lys 


Glu 


595 






Glu 


Ala 


Ser 


610 






Lys 


Gly 


Glu 


625 






Gly 


Ala 


Pro 


640 






Gly 


Asp 


Arg 


655 






He 


Lys 


His 


670 






He 


Pro 


Tyr 


685 











225 


Gin 


Pro 


Gin 






240 


Arg 


Arg 


Arg 






255 


Pro 


Glu 


Gly 






270 


Arg 


Leu 


Gin 






285 


Thr 


Arg 


Thr 






300 


Ala 


Tyr 


Asn 






315 


Leu 


Asn 


Gin 






330 


Val 


Ala 


Leu 






345 


Trp 


Pro 


Ala 






360 


Pro 


Val 


Gly 






375 


Pro 


Gin 


Asp 






390 


Arg 


Glu 


Ser 






405 


He 


Phe 


Ala 






420 


Val 


Leu 


Ser 






435 


Thr 


Pro 


His 






450 


Ser 


Val 


Asp 






465 


Leu 


Lys 


Glu 






480 


Val 


Ser 


Glu 






495 


Ser 


Gly 


Leu 






510 


Asp 


Thr 


Ala 






525 


Ser 


He 


Glu 






540 


Leu 


Gly 


Ser 






555 


Leu 


Gly 


Leu 






570 


Thr 


Pro 


Cys 






585 


Thr 


Trp 


Gin 






600 


Leu 


Gin 


Glu 






615 


Arg 


Thr 


Glu 






630 


Glu 


Leu 


Ala 






645 


His 


Glu 


Glu 






660 


Leu 


Trp 


His 






675 


Gin 


He 


Pro 






690 
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Thr Thr Thr Pro 



<210> 29 
<211> 1719 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 7516620CD1 

<400> 29 , r^-i 

Met Pro Ser Val Cys Leu Leu Leu Leu Leu Phe Leu Ala Val Gly 
1 5 10 . 15 

Gly Ala Leu Gly Asn Arg Pro Phe Arg Ala Phe Val Val Thr Asp 
20 25 30 

Thr Thr Leu Thr His Leu Ala Val His Arg Val Thr Gly Glu Val 
35 40 45 

Phe Val Gly Ala Val Asn Arg Val Phe Lys Leu Ala Pro Asn Leu 
50 55 60 

Thr Glu Leu Arg Ala His Val Thr Gly Pro Val Glu Asp Asn Ala 
65 70 75 

Arg Cys Tyr Pro Pro Pro Ser Met Arg Val Cys Ala His Arg Leu 
80 85 90 

Ala Pro Val Asp Asn He Asn Lys Leu Leu Leu He Asp Tyr Ala 
95 100 105 

Ala Arg Arg Leu Val Ala Cys Gly Ser He Trp Gin Gly He Cys 
110 115 120 

Gin Phe Leu Arg Leu Asp Asp Leu Phe Lys Leu Gly Glu Pro His 
125 130 135 

His Arg Lys Glu His Tyr Leu Ser Gly Ala Gin Glu Pro Asp Ser 
140 145 150 

Met Ala Gly Val He Val Glu Gin Gly Gin Gly Pro Ser Lys Leu 
155 160 165 

Phe Val Gly Thr Ala Val Asp Gly Lys Ser Glu Tyr Phe Pro Thr 
170 175 180 

Leu Ser Ser Arg Lys Leu He Ser Asp Glu Asp Ser Ala Asp Met 
185 190 195 

Phe Ser Leu Val Tyr Gin Asp Glu Phe Val Ser Ser Gin He Lys 
200 205 210 

He Pro Ser Asp Thr Leu Ser Leu Tyr Pro Ala Phe Asp He Tyr 
215 220 225 

Tyr He Tyr Gly Phe Val Ser Ala Ser Phe Val Tyr Phe Leu Thr 
230 235 240 

Leu Gin Leu Asp Thr Gin Gin Thr Leu Leu Asp Thr Ala Gly Glu 
245 250 255 

Lys Phe Phe' Thr Ser Lys He Val Arg Met Cys Ala Gly Asp Ser 
260 265 270 

Glu Phe Tyr Ser Tyr Val Glu Phe Pro He Gly Cys Ser Trp Arg 
275 280 285 

Gly Val Glu Tyr Arg Leu Val Gin Ser Ala His Leu Ala Lys Pro 
290 295 300 

Gly Leu Leu Leu Ala Gin Ala Leu Gly Val Pro Ala Asp Glu Asp 
305 310 315 

Val Leu Phe Thr He Phe Ser Gin Gly Gin Lys Asn Arg Ala Ser 
320 325 330 

Pro Pro Arg Gin Thr He Leu Cys Leu Phe Thr Leu Ser Asn He 
335 340 345 

Asn Ala His He Arg Arg Arg He Gin Ser Cys Tyr Arg Gly Glu 
350 355 360 

Gly Thr Leu Ala Leu Pro Trp Leu Leu Asn Lys Glu Leu Pro Cys 
365 370 375 
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lie 


Asn 


Thr 


Pro 


Met 


Gin 


He Asn 










380 






Leu 


Asn 


Gin 


Pro 


Leu 


Gly Gly Leu 










395 






Leu 


Leu 


« *i . 
Ala 


Asp 


Ser 


Thr Asp Gly 










410 






Thr 


Tyr 


Arg 


Gin 


His 


Ser 


Val Val 










425 






Ser 


Leu 


Lys 


Lys 


Val 


Arg Val Asp 










440 






Tyr 


Glu 


Thr 


Val 


Pro 


Val 


Val Asp 










455 




Leu 


Leu 


Phe 


Ser 


Pro 


Asp 


His Arg 










470 




Lys 


Gin 


Val 


Ser 


Gin 


Leu 


Pro Val 










485 






Ser 


Cys 


Ala 


Ala 


Cys 


Leu 


Gly Ser 










500 






Cys 


Val 


Leu 


Arg 


His 


Arg 


Cys Cys 










515 






Ala 


Ser 


Ala 


Pro 


His 


Gly 


Phe Ala 










530 






Gin 


Val 


Arg 


Val 


Arg 


Pro 


Asn Asn 










545 






Val 


Gin 


Leu 


Thr 


Val 


Thr 


Leu His 










560 






Gly 


Val 


Ser 


Cys 


Ala 


Phe 


Glu Ala 










575 






Leu 


Leu 


Pro 


Ser 


Gly 


Glu 


Leu Leu 










590 






Glu 


Leu 


Arg 


Ala 


Leu 


Thr 


Arg Gly 










605 






Arg 


Leu 


Gin 


Leu 


Leu 


Ser 


Lys Glu 










620 






Ala 


Asp 


Phe 


Val 


Phe 


Tyr Asn Cys 










635 






Ser 


Cys 


Val 


Gly 


Ser 


Pro 


Tyr Pro 










650 






His 


Thr 


Cys 


Thr 


Ser 


Arg 


Pro His 










665 






Arg 


Val 


His 


Ser 


Pro 


Glu Gly Cys 










680 






Asp 


Leu 


Leu 


lie 


Pro 


Val 


Gly Val 










695 






Ala 


Lys 


Asn 


Leu 


Pro 


Gin 


Pro Gin 










710 






Cys 


Val 


Val 


Arg 


Val 


Gin Gly Arg 










725 






Arg 


Phe 


Asn 


Ser 


Ser 


Ser 


Val Gin 










740 






Tyr 


Glu Gly 


Asp 


Glu 


His 


Gly Asp 










755 






Val 


Txp 


Asp 


Gly 


Asp 


Phe 


Pro He 










770 






Ala 


Leu 


Leu 


Tyr 


Lys 


Cys 


Trp Ala 










785 






Cys 


Leu 


Lys 


Ala 


Asp 


Pro 


Arg Phe 










800 






Glu 


His 


Arg 


Cys 


Gin 


Leu Arg Thr 










815 






Asn 


Trp Met 


His 


Leu 


Ser 


Gin Lys 










830 




Arg 


lie 


Thr 


Gin 


He 


His 


Pro Leu 



Gly Asn 


Phe 


Cys 


Gly Leu Val 




385 








390 


His 


Val 


He 


Glu Gly Leu Pro 




400 








405 


Met 


Ala 


Ser 


Val 


Ala 


Ala Tyr 




415 








420 


Phe 


He 


Gly 


Thr Arg Ser Gly 




430 








435 


Gly 


Phe 


Gin 


Asp Ala His Leu 




445 








450 


Gly 


Ser 


Pro 


He 


Leu 


Arg Asp 




460 








465 


His 


He 


Tyr 


Leu 


Leu 


Ser Glu 




475 








480 


Glu 


Thr 


Cys 


Glu 


Gin 


Tyr Gin 




490 








495 


Gly Asp 


Pro 


His 


Cys 


Gly Trp 




505 








510 


Arg 


Glu 


Gly 


Ala 


Cys 


Leu Gly 




520 








525 


Glu 


Glu 


Leu 


Ser 


Lys 


Cys Val 




535 








540 


Val 


Ser 


Val 


Thr 


Ser 


Pro Gly 




550 








555 


Asn 


Val 


Pro 


Asp 


Leu 


Ser Ala 




565 








570 


Ala 


Ala 


Glu 


Asn 


Glu 


Ala Val 




580 








585 


Cys 


Pro 


Ser 


Pro 


Ser 


Leu Gin 




595 








600 


His 


Gly Ala 


Thr 


Arg 


Thr Val 




610 








615 


Thr 


Gly Val 


Arg 


Phe 


Ala Gly 




625 








630 


Ser 


Val 


Leu 


Gin 


Ser 


Cys Met 




640 








645 


Cys 


His 


Trp 


Cys 


Lys 


Tyr Arg 




655 








660 


Glu 


Cys 


Ser 


Phe 


Gin 


Glu Gly 




670 








675 


Pro 


Glu 


He 


Leu 


Pro 


Ser Gly 




685 








690 


Met 


Gin 


Pro 


Leu 


Thr 


Leu Arg 




700 








705 


Ser 


Gly 


Gin 


Lys 


Asn 


Tyr Glu 




715 








720 


Gin 


Gin 


Arg 


Val 


Pro 


Ala Val 




730 








735 


Cys 


Gin 


Asn 


Ala 


Ser 


Tyr Ser 




745 








750 


Thr 


Glu 


Leu 


Asp 


Phe 


Ser Val 




760 








765 


Asp 


Lys 


Pro 


Pro' 


Ser 


Phe Arg 




775 








780 


Gin Arg 


Pro 


Ser 


Cys 


Gly Leu 




790 








795 


Asn 


Cys 


Gly 


Trp 


Cys 


He Ser 




805 








810 


His 


Cys 


Pro 


Ala 


Pro 


Lys Thr 




820 








825 


Gly Thr Arg 


Cys 


Ser 


His Pro 




835 








840 


Val 


Gly Pro 


Lys Glu Gly Gly 
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845 


Thr 


Arg 


Val 


Thr He 








860 


Glu 


Val 


Gly 


Leu Arg 








875 


Ala 


Glu 


Tyr 


He Ser 








890 


Ser 


Leu 


Val 


Pro Ser 








905 


Gly 


Asp 


Cys 


Ser Ala 








920 


Ser 


Phe 


Val 


Thr Pro 








935 


Pro 


Ala 


Ser 


Gly Gly 








950 


Asp 


Ala 


Gly 


Ser Arg 








965 


Gin 


Phe 


Val 


Arg Arg 








980 


Leu 


Ser 


Thr 


Leu Gly 








995 


Asp 


Arg 


Ala 


Asn He 








1010 


Gin 


Asp 


Pro 


Thr Val 








1025 


Asn 


Gly 


Ser 


Thr Ala 








1040 


Val 


Gin 


Glu 


Pro Arg 








1055 


Thr 


Asn 


Thr 


Cys Gin 








1070 


Ala 


Pro 


Gly 


He Phe 








1085 


Glu 


His 


Pro 


Asp Glu 








1100 


Ala 


Arg 


Ser 


Leu Asn 








1115 


Ser 


Phe 


Glu 


Pro Leu 








1130 


Gly 


Ser 


His 


Val Val 








1145 


Ala 


Gly 


Ser 


Ser Arg 








1160 


Pro 


Cys 


Ser 


Leu Thr 








1175 


Pro 


Ser 


Gin 


Thr Gly 








1190 


Leu 


Glu 


Phe 


Trp Leu 








1205 


Leu 


Thr 


Leu 


Pro Ala 








1220 


Leu 


Leu 


Leu 


Ala He 








1235 


Thr 


Gin 


Asp 


Ala Asp 








1250 


Asp 


Asn 


Leu 


Glu Ser 








1265 


Ala 


Glu 


Leu 


Gin Thr 








1280 


Glu 


Val 


Gin 


He Pro 








1295 


Val 


Leu 


Phe 


Pro Gly 








1310 









850 


Val 


Gly 


Asp 


Asn Leu 








865 


Val 


Ala 


Gly 


Val Arg 








880 


Ala 


Glu 


Arg 


He Val 








895 


Pro 


Pro 


Pro 


Gly Pro 








910 


Asp 


Phe 


Arg 


Thr Gin 








925 


Thr 


Phe 


Asp 


Gin Val 








940 


Thr 


Arg 


Leu 


Thr He 








955 


Val 


Thr 


Val 


Thr Val 








970 


Asp 


Ala 


Lys 


Ala He 








985 


Pro 


Ser 


Gin 


Ala Pro 








1000 


Ser 


Ser 


Pro 


Gly Leu 








1015 


Thr 


Arg 


Leu 


Glu Pro 








1030 


He 


Thr 


Val 


Ser Gly 








1045 


Val 


Arg 


Ala 


Lys Tyr 








1060 


Val 


He 


Asn 


Asp Thr 








1075 


Leu 


Gly 


Arg 


Pro Gin 








1090 


Phe 


Gly 


Phe 


Leu Leu 








1105 


Arg 


Ser 


Ser 


Phe Thr 








1120 


Gly 


Pro 


Ser 


Gly Val 








1135 


Leu 


Lys 


Gly 


Lys Asn 








1150 


Leu 


Asn 


Tyr 


Thr Val 








1165 


Val 


Ser 


Asp 


Thr Gin 








1180 


Arg 


Gin 


Pro 


Val Met 








1195 


Gly 


Thr 


Leu 


His He 








1210 


Met 


Met 


Gly 


Leu Ala 








1225 


Thr 


Ala 


Val 


Leu Val 








1240 


Arg 


Thr 


Leu 


Lys Arg 








1255 


Arg 


Val 


Ala 


Leu Glu 








1270 


Asp 


He 


Asn 


Glu Leu 








1285 


Phe 


Leu 


Asp 


Tyr Arg 








1300 


He 


Glu 


Ala 


His Pro 








1315 









855 


Gly 


Leu 


Leu 


Ser Arg 








870 


Cys 


Asn 


Ser 


He Pro 








885 


Cys 


Glu 


Met 


Glu Glu 








900 


Val 


Glu 


Leu 


Cys Val 








915 


Ser 


Glu 


Gin 


Val Tyr 








930 


Ser 


Pro 


Ser 


Arg Gly 








945 


Ser 


Gly 


Ser 


Ser Leu 








960 


Arg 


Asp 


Ser 


Glu Cys 








975 


Val 


Cys 


He 


Ser Pro 








990 


He 


Thr 


Leu 


Ala He 








1005 


He 


Tyr 


Thr 


Tyr Thr 








1020 


Thr 


Trp 


Ser 


He He 








1035 


Thr 


His 


Leu 


Leu Thr 








1050 


Arg 


Gly 


He 


Glu Thr 








1065 


Ala 


Met 


Leu 


Cys Lys 








1080 


Pro 


Arg 


Ala 


Gin Gly 








1095 


Asp 


His 


Val 


Gin Thr 








1110 


Tyr 


Tyr 


Pro 


Asp Pro 








1125 


Leu 


Asp 


Val 


Lys Pro 








1140 


Leu 


He 


Pro 


Ala Ala 








1155 


Leu 


He 


Gly 


Gly Gin 








1170 


Leu 


Leu 


Cys 


Asp Ser 








1185 


Val 


Leu 


Val 


Gly Gly 








1200 


Ser 


Ala 


Glu 


Arg Ala 








1215 


Ala 


Gly 


Gly 


Gly Leu 








1230 


Ala 


Tyr 


Lys 


Arg Lys 








1245 


Leu 


Gin 


Leu 


Gin Met 








1260 


Cys 


Lys 


Glu 


Ala Phe 








1275 


Thr 


Asn 


His 


Met Asp 








1290 


Thr 


T:^ 


Ala 


Val Arg 








1305 


Val 


Leu 


Lys 


Glu Leu 








1320 
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Asp 


Thr 


Pro 


Pro Asn 


Val 


Glu 


Lys 














Leu 


Leu 


His 


Ser Arg 


Ala 


Phe 


Val 


Glu 


Ala 


Gin 


Ser Ser 

1 "5 R C 


Phe 


Ser 


Met 


Ser 


Leu 


Thr 


Met Val 

JL J / U 


Ala 


Leu 


Gin 


Gly 


Leu 


Leu 


Lys Gin 

1 o o c 
1 JOD 


Leu 


Leu 


Ala 


Glu 


Ser 


Lys 


Asn His 
1400 


Pro 


Lys 


Leu 


Val 


Ala 


Glu 


Lys Met 
1415 


Leu 


Thr 


Asn 


Lys 


Phe 


Leu 


Lys Glu 
1430 


Cys 


Ala 


Gly 


Cys 


Ala 


He 


Lys Gin 
1445 


Gin 


Met 


Glu 


Thr 


Gly 


Glu 


Ala Arg 
1460 


Tyr 


Ser 


Leu 


Gin 


Gin 


He 


Asp Tyr 
1475 


Lys 


Thr 


Leu 


Glu 


Asn 


Glu 


Gly Ser 
1490 


Ala 


Gin 


Val 


Asp 


Ser 


He 


Thr Gin 
1505 


Ala 


Lys 


Asp 


Lys 


Gly 


He 


Pro Tyr 

1520 


Ser 


Gin 


Arg 


Leu 


Glu 


Trp 


Arg Gin 

1 cr cr 
15 J5 


Gly 


Arg 


Met 


Glu 


Asp 


Val 


Thr Thr 
1550 


Lys 


He 


Glu 


Ser 


Leu 


Ala 


His Tyr 
1565 


Gin 


Val 


Thr 


Val 


Pro 


Lys 


Gin Val 
1580 


Ser 


Ala 


Tyr 


Phe 


Thr 


Arg 


Ser Leu 
1595 


Ser 


Arg 


Tyr 


Ser 


Ser 


Pro 


Asp Ser 
1610 


Leu 


Arg 


Ser 


Asp 


Gin 


Glu 


Thr Gly 
1625 


Thr 


Lys 


Leu 


Asp 


His 


Ala 


Asp His 
1640 


Arg 


Glu 


Gly 


Ser 


Glu 


He 


Tyr Leu 
1655 


Thr 


Arg 


Leu 


Gin 


Lys 


Phe 


Val Asp 
1670 


Asp 


Leu 


Phe 


His 


Arg 


Gly 


Ser Ala 
1685 


Leu 


Pro 


Leu 


Phe 


Leu 


Asp 


Glu Gin 
1700 


Ala 


Asp 


Gin 


Val 


Arg 


His 


Thr Trp 
1715 


Lys 


Ser 


Asn 
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Ala Leu 


Arg 


Leu Phe Gly Gin 


1330 




1335 


Leu Thr 


Phe 


He His Thr Leu 


1345 




1350 


Arg Asp 


Arg 


Gly Thr Val Ala 


1360 




1365 


Ser Arg 


Leu 


Asp Tyr Ala Thr 


1375 




1380 


Asp Leu 


He 


Glu Lys Asn Leu 


1390 




1395 


Leu Leu Arg Arg Thr Glu Ser 


1405 




1410 


Trp Phe 


Thr 


Phe Leu Leu His 


1420 




1425 


Glu Pro 


Leu 


Phe Leu Leu Tyr 


1435 




1440 


Lys Gly 


Pro 


He Asp Ala He 


1450 




1455 


Ser Glu Asp 


Lys Leu He Arg 


1465 




1470 


Thr Leu 


His 


Cys Val Cys Pro 


1480 




1485 


Pro Val 


Lys 


Val Leu Asn Cys 


1495 




1500 


Lys Leu 


Leu Asp Thr Val Tyr 


1510 




1515 


Pro Lys Ala Glu Asp Met Asp 


1525 




1530 


Thr Arg 


He 


He Leu Gin Asp 


1540 




1545 


Cys Asp 


Trp 


Lys Arg Leu Asn 


1555 




1560 


Asp Gly 


Ser 


Leu Val Ala Leu 


1570 




1575 


Asn Met 


Ala 


Asn Ser Phe Thr 


1585 




1590 


Glu Ser 


Leu 


Leu Arg Thr Ala 


1600 




1605 


Arg Ala 


Pro 


Met He Thr Pro 


1615 




1620 


Trp His 


Leu 


Val Lys Asn His 


1630 




1635 


Asp Arg Gly Ser Lys Met Val 


1645 




1650 


Leu Ala 


Thr 


Lys Gly Thr Leu 


1660 




1665 


Glu Thr 


Val 


Phe Ser Thr Ala 


1675 




1680 


Ala He 


Lys 


Tyr Met Phe Asp 


1690 




1695 


Arg Gin 


He 


Ser Asp Pro Asp 


1705 




1710 



Trp 
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<400> 30 










Met 


Val 


Ser 


Trp 


Gly 


Arg 


Phe 


1 








5 






Ala 


Thr 


Leu 


Ser 


Leu 
20 


Ala 


Arg 


Thr 


Thr 


Leu 


Glu 


Pro 
35 


Glu 


Gly 


Lys 


Met 


Glu 


Lys 


Arg 
50 


Leu 


His 


Lys 


Phe 


Arg 


Cys 


Pro 
65 


Ala 


Gly 


Trp 


Leu 


Lys 


Asn 


Gly 
80 


Lys 


Glu 


Gly 


Tyr 


Lys 


Val 


Arg 
95 


Asn 


Gin 


val 


Val 


Pro 


Ser 


Asp 
110 


Lys 


Gly 


Glu 


Tyr 


Gly 


Ser 


He 

125 


Asn 


His 


Arg 


Ser 


Pro 


His 


Arg 
140 


Pro 


He 


Ala 


Ser 


Thr 


Val 


Val 
155 


Gly 


Gly 


Tyr 


Ser 


Asp 


Ala 


Gin 
170 


Pro 


His 


Lys 


Asn 


Gly 


Ser 


Lys 
185 


Tyr 


Gly 


Val 


Leu 


Lys 


Ala 


Ala 
200 


Gly 


Val 


Val 


Leu 


Tyr 


He 


Arg 
215 


Asn 


Val 


Thr 


Cys 


Leu 


Ala 


Gly 
230 


Asn 


Ser 


Trp 


Leu 


Thr 


Val 


Leu 
245 


Pro 


Ala 


Ala 


Ser 


Pro 


Asp 


Tyr 
260 


Leu 


Glu 


Phe 


Leu 


He 


Ala 


Cys 
275 


Met 


Val 


Lys 


Asn 


Thr 


Thr 


Lys 
290 


Lys 


Pro 


His 


Lys 


Leu 


Thr 


Lys 
305 


Arg 


He 


Ser 


Ala 


Glu 


Ser 


Ser 
320 


Ser 


Ser 


Arg 


He 


Thr 


Thr 


Arg 
335 


Leu 


Pro 


Ala 


Gly 


Val 


Ser 


Glu 
350 


Tyr 


Glu 


Phe 


Pro 


Arg 


Asp 


Lys 
365 


Leu 


Thr 


Cys 


Phe 


Gly 


Gin 


Val 
380 


Val 


Met 


Asp 


Lys 


Pro 


Lys 


Glu 
395 


Ala 


Val 


Asp 


Asp 


Ala 


Thr 


Glu 
410 


Lys 


Asp 


Glu 


Met 


Met 


Lys 


Met 
425 


He 


Gly 


Leu 


Gly 


Ala 


Cys 


Thr 
440 


Gin 


Asp 


Tyr 


Ala 


Ser 


Lys 


Gly 
455 


Asn 


Leu 



He 


Cys 


Leu 
10 


Val 


Val 


Val 


Thr 


Met 
15 


Pro 


Ser 


Phe 
25 


Ser 


Leu 


Val 


Glu 


Asp 
30 


Ala 


Pro 


Tyr 
40 


Trp 


Thr 


Asn 


Thr 


Glu 
45 


Ala 


Val 


Pro 
55 


Ala 


Ala 


Asn 


Thr 


Val 
60 


Gly 


Asn 


Pro 
70 


Met 


Pro 


Thr 


Met 


Arg 
75 


Phe 


Lys 


Gin 
85 


Glu 


His 


Arg 


He 


Gly 
90 


His 


Trp 


Ser 
100 


Leu 


He 


Met 


Glu 


Ser 
105 


Asn 


Tyr 


Thr 
115 


Cys 


Val 


Val 


Glu 


Asn 
120 


Thr 


Tyr 


His 
130 


Leu 


Asp 


Val 


Val 


Glu 

135 


Leu 


Gin 


Ala 
145 


Gly 


Leu 


Pro 


Ala 


Asn 
150 


Asp 


Val 


Glu 
160 


Phe 


Val 


Cys 


Lys 


Val 
165 


He 


Gin 


Trp 
175 


He 


Lys 


His 


Val 


Glu 
180 


Pro 


Asp 


Gly 
190 


Leu 


Pro 


Tyr 


Leu 


Lys 
195 


Asn 


Thr 


Thr 
205 


Asp 


Lys 


Glu 


He 


Glu 
210 


Thr 


Phe 


Glu 


Asp Ala 


Gly 


Glu 


Tyr 






220 










225 


He 


Gly 


He 
235 


Ser 


Phe 


His 


Ser 


Ala 
240 


Pro 


Gly 


Arg 
250 


Glu 


Lys 


Glu 


He 


Thr 
255 


He 


Ala 


He 
265 


Tyr 


Cys 


He 


Gly 


Val 
270 


Val 


Thr 


Val 
280 


He 


Leu 


Cys 


Arg 


Met 
285 


Asp 


Phe 


Ser 


Ser 'Gin 


Pro 


Ala 


Val 






295 










300 


Pro 


Leu 


Arg 
310 


Arg 


Gin 


Val 


Thr 


Val 
315 


Met 


Asn 


Ser 
325 


Asn 


Thr 


Pro 


Leu 


Val 
330 


Ser 


Thr 


Ala 
S40 


Asp 


Thr 


Pro 


Met 


Leu 
345 


Leu 


Pro 


Glu 
355 


Asp 


Pro 


Lys 


Trp 


Glu 
360 


Leu 


Gly 


Lys 
370 


Pro 


Leu 


Gly 


Glu 


Gly 
375 


Ala 


Glu 


Ala 
385 


Val 


Gly 


He 


Asp 


Lys 
390 


Thr 


Val 


Ala 
400 


Val 


Lys 


Met 


Leu 


Lys 
405 


Leu 


Ser 


Asp 
415 


Leu 


Val 


Ser 


Glu 


Met 
420 


Lys 


His 


Lys 
430 


Asn 


He 


He 


Asn 


Leu 
435 


Gly 


Pro 


Leu 
445 


Tyr 


Val 


He 


Val 


Glu 
450 


Arg 


Glu 


Tyr 
460 


Leu 


Arg 


Ala 


Arg 


Arg 
465 
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Pro Pro Gly Met Glu Tyr Ser Tyr Asp lie Asn Arg Val Pro Glu 

470 475 480 

Glu Gin Met Thr Phe Lys Asp Leu Val Ser Cys lie Tyr Gin Leu 

485 490 495 

Ala Arg Gly Met Glu Tyr Leu Ala Ser Gin Lys Cys He His Arg 

500 505 510 

ASP Leu Ala Ala Arg Asn Val Leu Val Thr Glu Asn Asn Val Met 

515 520 525 

Lys He Ala Asp Phe Gly Leu Ala Arg Asp He Asn Asn He Asp 

530 535 540 

Tyr Tyr Lys Lys Thr Thr Asn Gly Arg Leu Pro Val Lys Trp Met 

545 550 555 

Ala Pro Glu Ala Leu Phe Asp Arg Val Tyr Thr His Gin Ser Asp 

560 565 570 

Val Trp Ser Phe Gly Val Leu Met Trp Glu He Phe Thr Leu Gly 

575 580 585 

Gly Ser Pro Tyr Pro Gly He Pro Val Glu Glu Leu Phe Lys Leu 

590 595 600 

Leu Lys Glu Gly His Arg Met Asp Lys Pro Ala Asn Cys Thr Asn 

605 610 615 

Glu Leu Tyr Met Met Met Arg Asp Cys Trp His Ala Val Pro Ser 

620 625 630 

Gin Arg Pro Thr Phe Lys Gin Leu Val Glu Asp Leu Asp Arg He 

635 640 645 

Leu Thr Leu Thr Thr Asn Glu Glu Tyr Leu Asp Leu Ser Gin Pro 

650 655 660 

Leu Glu Pro Tyr Ser Pro Cys Tyr Pro Asp Pro Arg 

665 670 



<210> 31 

<211> 112 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 7513 047CD1 

<400> 31 



Met Ala Ser 


Leu Arg Val 


Glu 


Arg 


Ala 


Gly Gly Pro Arg 


Leu 


Pro 


1 


5 








10 








15 


Arg Thr Arg 


Val Gly Arg 


Pro 


Ala 


Ala 


Leu Arg 


Leu 


Leu 


Leu 


Leu 


20 








25 








30 


Leu Gly Ala 


Val Leu Asn 


Pro 


His 


Glu 


Ala Leu 


Ala 


Gin 


Pro 


Leu 


35 








40 








45 


Pro Thr Thr 


Gly Thr Pro 
50 


Gly 


Ser 


Glu 


Gly Leu 
55 


He 


Ala 


Pro 


Cys 
60 


Glu He Ala 


Trp Ser Thr 
65 


Leu 


Gin 


Ser 


Cys Leu 
70 


Thr 


Trp 


Ala 


Ser 
75 


Pro He Pro 


Trp Gin Arg Gly 


Ser 


Ser 


Leu Arg 


Leu 


Thr 


Arg 


Ser 




80 








85 






Thr 


90 


Thr Leu Pro 


Thr Ala Pro 
95 


Trp 


Cys 


Ser 


Pro Pro 
100 


Ser 


Leu 


Pro 
105 


Gin Arg Met 


Tyr Ser Trp 
110 


Pro 

















<210> 32 

<211> 65 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 
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<223> incyte ID No: 7513056CD1 
<400> 32 

Met Ala Gly Val Ala Cys Leu Gly Lys Ala Ala Asp Ala Asp Glu 
1 5 10 15 

Trp Cys Asp Ser Gly Leu Gly Ser Leu Gly Pro Asp Ala Ala Ala 

20 25 30 

Pro Gly Gly Pro Gly Leu Gly Ala Glu Leu Gly Pro Gly Leu Ser 

35 40 45 

Trp Ala Pro Leu Val Phe Gly Tyr Val Thr Glu Asp Gly Asp Thr 

50 55 60 

Leu Leu Gly Arg His 

65 

<210> 33 
<211> 442 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> itiisc_f eature 

<223> Incyte ID No: 7513245CD1 

<400> 33 

Met Gly Leu Pro Glu Pro Gly Pro Leu Arg Leu Leu Ala Leu Leu 
15 10 15 

Leu Leu Leu Leu Leu Leu Leu Leu Leu Gin Leu Gin His Leu Ala 
20 25 30 

Ala Ala Ala Ala Asp Pro Leu Leu Gly Gly Gin Gly Pro Ala Lys 
35 40 45 

Glu Cys Glu Lys Asp Gin Ptie Gin Cys Arg Asn Glu Arg Cys lie 
50 55 60 

Pro Ser Val Trp Arg Cys Asp Glu Asp Asp Asp Cys Leu Asp His 
65 70 75 

Ser Asp Glu Asp Asp Cys Pro Lys Lys Thr Cys Ala Asp Ser Asp 
80 85 90 

Phe Thr Cys Asp Asn Gly His Cys lie His Glu Arg Trp Lys Cys 
95 100 105 

Asp Gly Glu Glu Glu Cys Pro Asp Gly Ser Asp Glu Ser' Glu Ala 
110 115 120 

Thr Cys Thr Lys Gin Val Cys Pro Ala Glu Lys Leu Ser Cys Gly 
125 130 135 

Pro Thr Ser His Lys Cys Val Pro Ala Ser Trp Arg Cys Asp Gly 
140 145 150 

Glu Lys Asp Cys Glu Gly Gly Ala Asp Glu Ala Gly Cys Ala Thr 
155 160 165 

Ser Leu Gly Thr Cys Arg Gly Asp Glu Phe Gin Cys Gly Asp Gly 
170 175 180 

Thr Cys Val Leu Ala He Lys His Cys Asn Gin Glu Gin Asp Cys 
185 190 195 

Pro Asp Gly Ser Asp Glu Ala Gly Cys Leu Gin Gly Leu Asn Glu 
200 205 210 

Cys Leu His Asn Asn Gly Gly Cys Ser His He Cys Thr Asp Leu 
215 220 225 

Lys He Gly Phe Glu Cys Thr Cys Pro Ala Gly Phe Gin Leu Leu 
230 235 240 

Asp Gin Lys Thr Cys Gly Asp He Asp Glu Cys Lys Asp Pro Asp 
245 250 255 

Ala Cys Ser Gin He Cys Val Asn Tyr Lys Gly Tyr Phe Lys Cys 
260 265 270 

Glu Cys Tyr Pro Gly Cys Glu Met Asp Leu Leu Thr Lys Asn Cys 
275 280 285 

Lys Ala Ala Ala Gly Lys Ser Pro Ser Leu He Phe Ala Asn Arg 
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His 


OJ.U 


Vet J. 








Asp 


Leu 


Val 


Leu 


lie 


Pro 


Met 


Leu 


Lys 


Asn Val 


Val 










J ^ u 










Ala 


xxxx 






He 

J <^ .J 




Trp 


Cys 


Asp 


Tyx 






lyr 


Met 


Asp 


Lys 


Ala 


Ser 








J ^ \j 










VaJ. 


Leu 


He 


Asp 


V3JL LI 
J 0 3 


Gin 


Leu 


His 


Ser 


Asp 


Trp 


Val 


His 


T t\TCS 


His 


He 


Tyr 


Trp 








J ou 










Thr 


He 


Ser 


Val 


Ala 


Thr Val Asp Gly 




















Phe 


Ser Arg Asn 


Leu 


Ser 


Glu 


Pro 


Arg 










410 










Leu 


Arg Gly Ser 


Ala 


Glu 


Pro 


Ala 


Leu 










425 










Ala 


Thr 


Pro 


Thr 


Val 
440 


Gin 


His 







<210> 34 

<211> 82 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7513711CD1 

<400> 34 



Met 


Glu 


Trp 


Leu 


Ala 


Arg 


Leu 


Cys 


Gly 


1 

Cys 


Ala 


Gly 


Gly Gly 


Gly 


Gly 


Gly 


Gly 










20 










Thr 


Gin 


Pro 


Pro 


Val 


Thr 


Asn 


Leu 


Ser 










35 










Cys 


Thr 


Val 


He 


Trp 


Thr 


Trp 


Asn 


Pro 








50 










Asn 


Cys 


Ser 


Leu 


Trp 


Tyr 


Phe 


Ser 


His 










65 










Lys 


Val 


He 


Leu 


Ser 


Leu 


Leu 












80 











<210> 35 

<211> 152 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7513965CD1 

<400> 35 

Met Asp Ser Tyr Leu Leu Met Trp Gly 

1 5 
Val Pro Gly Cys Gin Ala Glu Leu Cys 
20 

He Pro His Ala Thr Phe Lys Ala Met 
35 

Met Leu Asn Cys Glu Cys Lys Arg Gly 
50 
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295 






300 


Lys 


Arg Asn Tyr 


Ser 


Arg 


310 






315 


Ala 


Leu Asp Val 


Glu 


Val 


325 






330 


Leu 


Ser Tyr Arg 


Lys 


He 


340 






345 


Asp 


Pro Lys Glu 


Gin 


Glu 


355 






360 


Pro 


Glu Gly Leu 


Ala 


Val 


370 






375 


Thr 


Asp Ser Gly 


Asn 


Lys 


385 






390 


Gly 


Arg Arg Arg 


Thr 


Leu 


400 






405 


Ala 


He Ala Val 


Asp 


Pro 


415 






420 


Val 


Leu Gly Arg 


Leu 


Gin 


430 






435 



Leu 


Trp Ala Leu 


Leu 


Leu 


10 






15 


Gly Ala Ala Pro 


Thr 


Glu 


25 






30 


Val 


Ser Val Glu 


Asn 


Leu 


40 






45 


Pro 


Glu Gly Ala 


Ser 


Ser 


55 






60 


Phe 


Gly Asp Lys 


Gin 


Asp 


70 






75 



Leu 


Leu 


Thr 


Phe 


He 


Met 


10 










15 


Asp 


Asp 


Asp 


Pro 


Pro 


Glu 


25 










30 


Ala 


Tyr 


Lys 


Glu 


Gly 


Thr 


40 










45 


Phe 


Arg Arg 


He 


Lys 


Ser 


55 










60 
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Gly 


Ser 


Leu Tyr 


Met 
65 


Leu 


Cys 


Thr 


Trp 


Asp 


Asn Gin 


Cys 
80 


Gin 


Cys 


Thr 


Thr 


Lys 


Gin Val 


Thr 
95 


Pro 


Gin 


Pro 


Thr 


Tlir 


Glu Met 


G±n 
110 


Ser 


Pro 


Met 


Leu 


Pro 


Val Ala 


Gly 
125 


Cys 


Val 


Phe 


Leu 


Ser 


Gly Leu 


Thr 


T3rp 


Gin Arg 








140 








Thr 


lie 













Gly Asn Ser Ser 


His 


Ser Ser 


70 




75 


Ser Ser Ala Thr 


Arg 


Asn Thr 


85 




90 


Glu Glu Gin Lys Glu Arg Lys 


100 




105 


Gin Pro Val Asp 


Gin 


Ala Ser 


115 




120 


Leu Leu lie Ser 


Val 


Leu Leu 


130 




135 


Arg Gin Arg Lys 


Ser 


Arg Arg 


145 




150 



<210> 36 

<211> 451 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7513969CD1 

<400> 36 



Met 


Glu 


Gin 


Lys 


Pro 


Ser 


Lys 


Val 


Glu 


Cys 


Gly 


Ser 


Asp 


Pro 


Glu 


1 








5 










10 










15 


Glu 


Asn 


Ser 


Ala 


Arg 


Ser 


Pro 


Asp 


Gly Lys 


Arg 


Lys 


Arg 


Lys 


Asn 










20 










25 










30 


Gly Gin Cys 


Ser 


Leu 


Lys 


Thr 


Ser 


Met 


Ser Gly Tyr 


He 


Pro 


Ser 










35 










40 










45 


Tyr 


Leu 


Asp 


Lys 


Asp 


Glu 


Gin 


Cys 


Val 


Val 


Cys Gly Asp Lys 


Ala 










50 










55 










60 


Thr 


Gly Tyr 


His 


Tyr 


Arg 


Cys 


He 


Thr 


Cys 


Glu Gly Cys 


Lys 


Gly 










65 










70 










75 


Phe 


Phe 


Arg 


Arg 


Thr 


He 


Gin 


Lys 


Asn 


Leu 


His 


Pro 


Thr 


Tyr 


Ser 










80 










85 










90 


Cys 


Lys 


Tyr 


Asp 


Ser 


Cys 


Cys 


Val 


He 


Asp 


Lys 


He 


Thr 


Arg 


Asn 










95 










100 










105 


Gin 


Cys 


Gin 


Leu 


Cys 


Arg 


Phe 


Lys 


Lys 


Cys 


He 


Ala 


Val 


Gly Met 










110 










115 










120 


Ala 


Met 


Asp 


Leu 


Val 


Leu 


Asp 


Asp 


Ser 


Lys 


Arg Val 


Ala 


Lys 


Arg 










125 










130 










135 


Lys 


Leu 


He 


Glu 


Gin 


Asn 


Arg 


Glu 


Arg Arg Arg 


Lys 


Glu 


Glu 


Met 










140 










145 










150 


lie 


Arg 


Ser 


Leu 


Gin 


Gin 


Arg 


Pro 


Glu 


Pro 


Thr 


Pro 


Glu 


Glu 


Trp 










155 










160 










165 


Asp 


Leu 


He 


His 


He 


Ala 


Thr 


Glu 


Ala 


His 


Arg 


Ser 


Thr 


Asn 


Ala 










170 










175 










180 


Gin 


Gly 


Ser 


His 


Trp 


Lys 


Gin 


Arg Arg 


Lys 


Phe 


Leu 


Pro 


Asp 


Asp 










185 










190 










195 


He 


Gly Gin 


Ser 


Pro 


He 


Val 


Ser 


Met 


Pro 


Asp 


Gly Asp 


Lys 


Val 










200 










205 










210 


Asp 


Leu 


Glu 


Ala 


Phe 


Ser 


Glu 


Phe 


Thr 


Lys 


He 


He 


Thr 


Pro 


Ala 








215 










220 










225 


He 


Thr 


Arg 


Val 


Val 


Asp 


Phe 


Ala 


Lys 


Lys 


Leu 


Pro 


Met 


Phe 


Ser 










230 










235 










240 


Glu 


Leu 


Pro 


Cys 


Glu 


Asp 


Gin 


He 


He 


Leu 


Leu 


Lys 


Gly 


Cys 


Cys 










245 










250 










255 


Met 


Glu 


He 


Met 


Ser 


Leu 


Arg 


Ala 


Ala 


Val 


Arg 


Tyr 


Asp 


Pro 


Glu 










260 










265 










270 


Ser 


Asp 


Thr 


Leu 


Thr 


Leu 


Ser 


Gly Glu Met Ala Val 


Lys 


Arg 


Glu 








275 










280 










285 
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Gin 


Leu 


Lys 


Asn 


Gly Gly Leu Gly 










290 








Glu 


Leu 


Ser 


Lys 


Ser 
305 


Leu 


Ser 


Ala 


Val 


Ala 


Leu 


Leu 


Gin 
320 


Ala 


Val 


Leu 


Gly 


Leu 


Leu 


Cys 


Val 
335 


Asp 


Lys 


He 


Leu 


Leu 


Ala 


Phe 


Glu 
350 


His 


Tyr 


Val 


Pro 


His 


Phe 


Trp 


Pro 
365 


Lys 


Leu 


Leu 


Gin 


Leu 


Glu 


Gin 


Gin Leu Gly Glu 










380 








Val 


Leu 


Gin 


His 


Gin 
395 


Ser 


Pro 


Lys 


Glu 


Leu 


Leu 


His 


Arg 
410 


Ser 


Gly 


He 


Gly 


Glu 


Asp 


Asp 


Ser 


Ser 


Glu 


Ala 










425 








Glu 


Glu 


Pro 


Glu 


Val 


Cys 


Glu 


Asp 



440 

Pro 



<210> 37 

<211> 399 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7512119CD1 

<400> 37 



Met 


Gly 


Val 


He 


Gly 


He 


Gin 


Leu 


1 








5 








Ser 


Val 


Met 


Gin 


Lys 
20 


He 


He 


Pro 


Leu 


Leu 


Cys 


Asn 


Gly 
35 


Ser 


Leu 


Arg 


Glu 


Glu 


Leu 


Arg 


He 

50 


Leu 


Ala 


Gly 


Lys 


Lys 


Asp 


Arg 


Lys 
65 


Tyr 


Asn 


Gly 


Thr 


He 


Pro 


Lys 


Asp 
80 


He 


Asp 


Leu 


Thr 


Glu 


Val 


Asp 


Thr 
95 


Leu 


Ala 


Leu 


Trp 


Leu 


Val 


Asp 


Phe 
110 


Thr 


Val 


Ala 


Thr 


Glu 


Val 


Tyr 


Tyr 
125 


Asn 


Phe 


Met 


He 


Ser 


Leu 


Val 


Trp 
140 


Cys 


Leu 


Leu 


Val 


Leu 


Phe 


Ser 


Leu 
155 


Thr 


Thr 


His 


Gly 


Glu 


Arg 


Ser 


Val 
170 


Cys 


Val 


Thr 


Lys 


Ala 


Met 


Ala 


Val 

185 


Leu 


He 


Val 


Gly 


Leu 


Glu 


Thr 


Gly 
200 


Phe 


Thr 


Asn 



Val 


Val 


Ser 


Asp 


Ala He 


Phe 




295 








300 


Phe 


Asn 


Leu 


Asp 


Asp Thr 


Glu 




310 








315 


Leu 


Met 


Ser 


Thr 


Asp Arg 


Ser 




325 








330 


Glu 


Lys 


Ser 


Gin 


Glu Ala 


Tyr 




340 








345 


Asn 


His 


Arg 


Lys 


His Asn 


He 




355 








360 


Met 


Lys 


Gly 


Pro 


Gin Val 


Arg 




370 








375 


Ala Gly 


Ser 


Leu 


Gin Gly 


Pro 




385 








390 


Ser 


Pro 


Gin 


Gin Arg Leu 


Leu 




400 








405 


Leu 


His 


Ala 


Arg 


Ala Val 


Cys 




415 








420 


Asp 


Ser 


Pro 


Ser 


Ser Ser 


Glu 




43 0 








435 


Leu 


Ala 


Gly Asn Ala Ala 


Ser 




445 








450 



Val 


Val 
10 


Ala 


Met 


Val 


Met 


Ala 
15 


His 


Tyr 


Ser Leu Ala Arg 


Trp 




25 










30 


Trp 


Tyr 
40 


Gin 


His 


Pro 


Thr 


Glu 
45 


Lys 


Gin 

55 


Gin 


Lys 


Gly 


Lys 


Thr 

60 


His 


He 
70 


Glu 


Ser 


Lys 


Pro 


Leu 
75 


His 


Leu 
85 


Glu 


Thr 


Lys 


Ser 


Val 
90 


His 


Tyr 
100 


Phe 


Pro 


Glu 


Tyr 


Gin 
105 


Ala 


Thr 
115 


Val 


Val 


Tyr 


Leu 


Val 
120 


Lys 


Pro 
130 


Thr 


Gin 


Glu 


Met 


Asn 
135 


Val 


Leu 
145 


Ser 


Phe 


Ala 


He 


Lys 
150 


Tyr 


Phe 
160 


Lys 


Val 


Glu 


Asp 


Gly 
165 


Phe 


Gly 
175 


Phe 


Phe 


Phe 


Phe 


Val 
180 


Thr 


Glu 
190 


Asn 


Tyr 


Leu 


Glu 


Phe 
195 


Phe 


Ser 
205 


Asp 


Ser 


Ala 


Met 


Gin 
210 
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Phe 


Leu 


Glu 


Lys 


Gin 
215 


Leu 


Thr 


Phe 


Lys 


Phe 
230 


Ala 


Phe 


Leu 


Thr 


Phe 
245 


Asp 


Ala 


Leu 


Asn 


Leu 
260 


His 


lie 


Asn 


Phe 


Leu 
275 


Lys 


Pro 


He 


Thr 


Lys 
290 


Glu 


Ser 


He 


Pro 


Leu 
305 


Leu 


Trp 


Leu 


He 


He 
320 


Arg 


Ser 


His 


Leu 


Gin 
335 


Asp 


Gin 


Met 


Lys 


Lys 
350 


Gin 


Lys 


Met 


Val 


He 
365 


Leu 


Pro 


Tyr 


Gin 


Trp 
380 


Leu 


Asn 


Tyr 


His 


Gin 
395 



<210> 38 

<211> 231 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> inisc_f eature 
<223> Incyte ID No: 

<400> 38 



Met 


Arg 


Thr 


Glu 


Ala 


1 








5 


Gly 


Leu 


Glu 


Gly 


Ala 
20 


Val 


Leu 


Leu 


Thr 


Leu 
35 


Val 


Gin 


He 


Arg 


Met 
50 


Arg 


Trp 


Leu 


Ser 


Ala 
65 


Asp 


Leu 


Ala 


Gly 


He 
80 


Cys 


Val 


Tyr 


Leu 


Leu 
95 


Ala 


Pro 


Arg 


Leu 


Gin 
110 


Ala 


Arg 


Ala 


Trp 


Ala 

125 


Val 


Pro 


Tyr 


Ala 


Thr 
140 


Asp 


Thr 


Ala 


His 


Pro 
155 


Pro 


Thr 


His 


Ala 


Ala 
170 


Ser 


Thr 


Pro 


He 


Pro 
185 



Gly 


Leu 


Glu 


Ser 


Gin 
220 


Phe 


Leu 


Ala 


He 


Phe 
235 


Pro 


Gly 


Leu 


Arg 


Leu 
250 


Ala 


Thr 


Glu 


Lys 


He 
265 


Ala 


Pro 


Leu 


Phe 


Met 
280 


Asp 


Tyr 


He 


Met 


Asn 

295 


Met 


Thr 


Glu 


Ala 


Thr 
310 


Leu 


Leu 


Cys 


Ala 


Leu 
325 


Ala 


Tyr 


Leu 


Asn 


Leu 
340 


Glu 


Ala 


Gly 


Arg 


He 
355 


He 


Pro 


Gly 


Val 


Phe 
370 


He 


He 


Val 


Tyr 


Cys 
385 


Leu 


Lys 


Gly 


Lys 





7515577CD1 



Gin 


Val 


Pro 


Ala 


Leu 

10 


Met 


Gly 


His 


Arg 


Thr 
25 


Cys 


Val 


Thr 


Ala 


Gly 
40 


Glu 


Ala 


Thr 


Glu 


Leu 
55 


Pro 


Pro 


Thr 


Pro 


Ala 
70 


Leu 


Gly 


Val 


Ser 


Gly 
85 


His 


Leu 


Leu 


Arg 


Arg 
100 


Pro 


Ser 


Arg 


Thr 


Ser 
115 


Pro 


Ser 


Gin 


Ala 


Ser 
130 


He 


Asn 


Thr 


Ser 


Cys 
145 


His 


Gly 


Gly 


Pro 


Ser 
160 


His 


Arg 


Pro 


Gin 


Gly 
175 


Ala 


Arg 


Gly 


Ser 


Phe 
190 



Ser 


Pro 


Val 


Ser 


Lys 
225 


Cys 


Ser 


Phe 


He 


Gly 
240 


Ala 


Gin 


Met 


His 


Leu 
255 


Thr 


Gin 


Thr 


Leu 


Leu 
270 


Val 


Leu 


Leu 


Trp 


Val 
285 


Pro 


Pro 


Leu 


Gly 


Lys 

300 


Phe 


Asp 


Thr 


Leu 


Arg 
315 


Arg 


Leu 


Ala 


Met 


Met 
330 


Ala 


Gin 


Lys 


Cys 


Val 
345 


Ser 


Thr 


Val 


Glu 


Leu 
360 


He 


Gin 


Asn 


Leu 


Ser 
375 


Pro 


He 


Leu 


Phe 


Thr 
390 



Gin 


Pro 


Pro 


Glu 


Pro 

15 


Leu 


Val 


Leu 


Pro 


Trp 
30 


Thr 


Pro 


Glu 


Val 


Trp 
45 


Ser 


Ser 


Phe 


Thr 


He 
60 


Pro 


He 


Leu 


Arg 


Ala 
75 


Val 


Leu 


Leu 


Phe 


Gly 
90 


His 


Lys 


His 


Arg 


Pro 
105 


Pro 


Gin 


Ala 


Pro 


Arg 
120 


Gin 


Ala 


Ala 


Leu 


His 

135 


Arg 


Pro 


Ala 


Thr 


Leu 
150 


Trp 


Trp 


Ala 


Ser 


Leu 
165 


Pro 


Ala 


Ala 


Trp 


Ala 
180 


Val 


Ser 


Val 


Glu 


Asn 
195 
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Gly Leu Tyr Ala Gin Ala Gly Glu Arg Pro Pro His Thr Gly Pro 
200 205 210 

Gly Leu Thr Leu Phe Pro Asp Pro Arg Gly Pro Arg Ala Met Glu 
215 220 225 

Gly Pro Leu Gly Val Arg 
230 



<210> 39 
<211> 203 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc__feature 

<223> Incyte ID No: 7514748CD1 

<400> 39 

Met Thr Ser Gin Arg Ser Pro Leu Ala Pro Leu Leu Leu Leu Ser 
15 10 15 

Leu His Gly Val Ala Ala Ser Leu Glu Val Ser Glu Ser Pro Gly 
20 25 30 

Ser He Gin Val Ala Arg Gly Gin Thr Ala Val Leu Pro Cys Thr 
35 40 45 

Phe Thr Thr Ser Ala Ala Leu He Asn Leu Asn Val He Trp Met 
50 55 60 

Val Thr Pro Leu Ser Asn Ala Asn Gin Pro Glu Gin Val He Leu 
65 70 75 

Tyr Gin Gly Gly Gin Met Phe Asp Gly Ala Pro Arg Phe His Gly 
80 85 90 

Arg Val Gly Phe Thr Gly Thr Met Pro Ala Thr Asn Val Ser He 
95 100 105 

Phe He Asn Asn Thr Gin Leu Ser Asp Thr Gly Thr Tyr Gin Cys 
110 115 120 

Leu Val Asn Asn Leu Pro Asp He Gly Gly Arg Asn He Gly Val 
125 130 135 

Thr Gly Leu Thr Val Leu Asp Gin Val Gin Glu Gin Ser Pro Ser 
140 145 150 

Gly Thr Ser Val Pro Cys Leu Gin Val Cys Thr Ser Ala Trp Leu 
155 160 165 

Leu Met Leu Leu Glu Pro Ala Pro Val Phe Trp He Ser Arg Leu 
170 175 180 

Phe His Gly His Ser Phe Thr Gly Glu Ala Lys He Lys Arg Arg 
185 190 195 

Lys Lys Lys Lys Phe Leu Met Lys 
200 



<210> 40 
<211> 525 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 7513838CD1 



<400> 40 

Met Val Cys Ser Leu Trp Val Leu 

1 5 
Ala Leu Glu Glu Val Leu Leu Asp 
20 

He Gly Trp Leu Thr Tyr Pro Pro 
35 

Val Leu Asp Asp Gin Arg Arg Leu 



Leu Leu Val Ser Ser 


Val 


Leu 


10 




15 


Thr Thr Gly Glu Thr 


Ser 


Glu 


25 




30 


Gly Gly Trp Asp Glu 


Val 


Ser 


40 




45 


Thr Arg Thr Phe Glu 


Ala 


Cys 
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50 




55 










60 


His Val Ala Gly Ala Pro Pro 


Gly Thr Gly Gin Asp Asn Txp 


Leu 


65 




70 










75 


Gin Thr His Phe Val Glu Arg Arg Gly Ala 


Gin 


Arg 


Ala 


His 


He 


80 




85 










90 


Arg Leu His Phe Ser Val Arg 


Ala Cys 


Ser Ser Leu Gly Val 


Ser 


95 




100 










105 


Gly Gly Thr Cys Arg Glu Thr 


Phe Thr 


Leu 


Tyr 


Tyr 


Arg 


Gin 


Ala 


110 




115 










120 


Glu Glu Pro Asp Ser Pro Asp 


Ser Val 


Ser 


Ser 


Trp 


His 


Leu 


Lys 


125 




130 










135 


Arg Trp Thr Lys Val Asp Thr 


lie Ala 


Ala 


Asp 


Glu 


Ser 


Phe 


Pro 


140 




145 










150 


Ser Ser Ser Ser Ser Ser Ser 


Ser Ser 


Ser 


Ser 


Ala 


Ala 


Trp 


Ala 


155 




160 










165 


Val Gly Pro His Gly Ala Gly Gin Arg Ala Gly Leu Gin 


Leu 


Asn 


170 




175 










180 


Val Lys Glu Arg Ser Phe Gly 


Pro Leu 


Thr 


Gin Arg 


Gly 


Phe 


Tyr 


185 




190 










195 


Val Ala Phe Gin Asp Thr Gly Ala Cys 


Leu 


Ala 


Leu 


Val 


Ala 


Val 


200 




205 










210 


Arg Leu Phe Ser Tyr Thr Cys 


Pro Ala 


Val 


Leu Arg 


Ser 


Phe 


Ala 


215 




220 










225 


Ser Phe Pro Glu Thr Gin Ala Ser Gly Ala Gly Gly Ala Ser Leu 


230" 




235 










240 


Val Ala Ala Val Gly Thr Cys 


Val Ala 


His 


Ala 


Glu 


Pro 


Glu 


Glu 


245 




250 










255 


Asp Gly Val Gly Gly Gin Ala 


Gly Gly 


Ser 


Pro 


Pro 


Arg 


Leu. His 


260 




265 










270 


Cys Asn Gly Glu Gly Lys Trp Met Val 


Ala 


Val 


Gly Gly Cys 


Arg 


275 




280 










285 


Cys Gin Pro Gly Tyr Gin Pro 


Ala Arg 


Gly Asp Lys 


Ala 


Cys 


Gin 


290 




295 










300 


Ala Cys Pro Arg Gly Leu Tyr 


Lys Ser 


Ser Ala Gly Asn Ala 


Pro 


305 




310 










315 


Cys Ser Pro Cys Pro Ala Arg 


Ser His 


Ala 


Pro 


Asn 


Pro 


Ala 


Ala 


320 




325 










330 


Pro Val Cys Pro Cys Leu Glu 


Gly Phe 


Tyr Arg Ala 


Ser 


Ser 


Asp 


335 




340 










345 


Pro Pro Glu Ala Pro Cys Thr 


Gly Pro 


Pro 


Ser 


Ala 


Pro 


Gin 


Glu 


350 




355 










360 


Leu Trp Phe Glu Val Gin Gly 


Ser Ala 


Leu 


Met 


Leu 


His 


Trp 


Arg 


365 




370 










375 


Leu Pro Arg Glu Leu Gly Gly 


Arg Gly Asp 


Leu 


Leu 


Phe 


Asn 


Val 


380 




385 










390 


Val Cys Lys Glu Cys Glu Gly 


Arg Gin 


Glu 


Pro 


Ala 


Ser 


Gly 


Gly 


395 




400 










405 


Gly Gly Thr Cys His Arg Cys 


Arg Asp 


Glu 


Val 


His 


Phe 


Asp 


Pro 


410 




415 










420 


Arg Gin Arg Gly Leu Thr Glu 


Ser Arg Val 


Leu 


Val 


Gly Gly Leu 


425 




430 










435 


Arg Ala His Val Pro Tyr lie 


Leu Glu 


Val 


Gin 


Ala 


Val 


Asn 


Gly 


440 




445 










450 


Val Ser Glu Leu Ser Pro Asp 


Pro Pro 


Gin 


Ala 


Ala 


Ala 


He 


Asn 


455 




460 










465 


Val Ser Thr Ser His Glu Gly Glu Leu 


Phe 


Ser 


Leu 


Ala 


Phe 


Arg 


470 




475 










480 


lie Pro Cys Leu Arg Ser Phe 


Glu Pro 


Pro 


Ser 


Leu 


Leu 


Leu 


He 


485 




490 










495 


Ser Ser Leu Val His Pro Cys 


Arg Pro 


Pro 


Leu 


Lys 


Ala 


Asp 


Pro 


500 




505 










510 


Ala Pro Arg Asp Ser Tyr Pro 


His Asn 


Asn 


Phe 


Pro 


Phe 


Ala 


Leu 


515 




520 










525 
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<210> 41 

<211> 217 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7515163CD1 

<400> 41 



Met 


Glu 


Met 


Ala 


Ser 


Ser 


Ala 


Gly 


Ser 


1 








5 










lie 


Pro 


Leu 


Val 


Phe 
20 


Leu 


Arg 


Leu 


Ser 


Ala 


Gly 


Asp Ala 


Gly 


Lys 


Phe 


His 


Val 










35 










Ala 


Glu 


Leu 


Leu 


Cys 
50 


Pro 


Leu 


Ser 


Leu 


Lys 


Glu 


Val 


Arg 


Trp 
65 


Leu 


Arg 


Ser 


Pro 


Ala 


Val 


His 


He 


Phe 
80 


Arg 


Asp 


Gly 


Lys 


Met 


Pro 


Glu 


Tyr 


Lys 
95 


Gly 


Arg 


Thr 


Val 


Glu 


Gly 


Ser 


Val 


Thr 
110 


Leu 


Gin 


He 


Leu 


Gin 


Gly 


Ser 


Tyr 


Arg 
125 


Cys 


Leu 


He 


Gin 


Glu 


Asp 


Thr 


Val 


He 
140 


Leu 


Gin 


Val 


Ala 


Leu 


Ser 


Pro 


Ser 


Ala 
155 


Val 


Ala 


Leu 


Ala 


Val 


Leu 


Leu 


He 


Met 
170 


Val 


Cys 


Leu 


Cys 


Arg 


Ala 


Lys 


Glu 


Lys 
185 


Leu 


Leu 


Tyr 


Glu 


Phe 


Phe 


Gin 


Thr 


Met 

200 


Leu 


Lys 


Lys 


Lys 


Ser 


Arg 


Asn 


Ser 


Gly 


Val 


Asn 







215 

<210> 42 

<211> 790 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<223> Incyte ID No: 7516929CD1 

<400> 42 

Met Pro Ser Ala Leu Ala He Phe Thr 

1 5 
Pro Phe Gin Glu Arg His Val Tyr Leu 
20 

Gly Arg Ser Val Ala Arg Cys Arg Pro 
35 

Phe Asp Cys Lys Val Leu Ser Arg Asn 
50 

Asp His Lys Thr Gly Lys Phe Tyr Leu 
65 

Asn Gly Thr Phe He Asn Ser Gin Arg 



PCT/US2003/035752 



Trp 


Leu 


Ser Gly 


Cys 


Leu 


10 








15 


Val 


His 


Val Ser 


Gly His 


25 








30 


Ala 


Leu Leu Gly 


Gly Thr 


40 








45 


Trp 


Pro 


Gly Thr 


Val 


Pro 


55 








60 


Phe 


Pro 


Gin Arg 


Ser 


Gin 


70 








75 


Asp 


Gin 


Asp Glu 


Asp 


Leu 


85 








90 


Leu 


Val 


Arg Asp 


Ala 


Gin 


100 








105 


Asp 


Val 


Arg Leu 


Glu 


Asp 


115 








120 


Val 


Gly Asn Leu 


Ser Lys 


130 








135 


Ala 


Pro 


Ser Val 


Gly 


Ser 


145 








150 


Val 


He 


Leu Pro 


Val 


Leu 


160 








165 


Leu 


He 


Trp Lys 


Gin 


Arg 


175 








180 


His 


Val 


Thr Glu 


Thr 


He 


190 








195 


Glu 


Asn 


Ser He 


Lys 


Leu 


205 








210 



Cys 


Arg 


Pro 


Asn 


Ser 


His 


10 










15 


Asp 


Glu 


Pro 


He 


Lys 


He 


25 










'30 


Ala 


Gin 


Asn 


Asn 


Ala 


Thr 


40 










45 


His 


Ala 


Leu 


Val 


Trp 


Phe 


55 










60 


Gin Asp Thr Lys 


Ser 


Ser 


70 










75 


Leu 


Ser 


Arg 


Gly 


Ser 


Glu 



43/82 



wo 2004/044159 



PCT/US2003/035752 



Glu 


Ser 


Pro 


Gly 


val 


Asp 


He 


Val 


Ser 


Arg 


Leu 


Arg 


Asp 


Lys 


Val 


Phe 


Gin 


Leu 


Met 


Leu 


Glu 


Thr 


Gin 


Glu 


Asp 


Arg 


Leu 


Ala 


Cys 


Ser 


He 


Ala 


Leu 


Glu 


Ser 


Leu 


Lys 


Leu 


Ser 


Cys 


Thr 


His 


Arg 


Glu 


Leu 


Asp 


Leu 


Ser 


He 


Gin 


Gin 


He 


Asp 


Glu 


Glu 


Ala 


Leu 


Ala 


Leu 


Gin 


Val 


Glu 


Glu 


Glu 


Ser 


Asp 


Ser 


Asp 


Asp 


Glu 


Pro 


Leu 


Ala 


Gin 


Ser 


Lys 


Glu 


Leu 


Lys 


Cys 


Phe 


Tyr 


Arg 


Asn 


Gin 


Ala 


Gin 


Glu 


Glu 


Lys 


Ser 


Ala 


Arg 





80 




Pro 


Cys 


Glu 




95 




Val 


Thr 


Glu 




110 




Thr 


He 


Lys 




125 




Ser 


Asp 


Val 




140 




Ala 


Ala 


Asn 




155 




Ser 


Gin 


Tyr 




170 




Gin 


Lys 


Leu 




185 




Ala 


Ser 


Asp 




200 




Leu 


Ser 


Arg 




215 




Lys 


Asn 


Gin 




230 




Gin 


Glu 


Asp 




245 




Arg 


Arg 


Val 




260 




Glu 


Val 


Glu 




275 




Leu 


Lys 


Glu 




290 




Ala 


Asn 


Lys 




305 




Asp 


Lys 


Leu 




320 




Lys 


Gly 


Gin 




335 




Met 


Glu 


Glu 




350 




Gin 


Ala 


Asp 




365 




Glu 


Lys 


Leu 




380 




Thr 


Lys 


Leu 




395 




Phe 


Ser 


Asp 




410 




Thr 


Thr 


Asp 




425 




Ala 


Lys 


Val 




440 




Glu 


He 


Glu 




455 




He 


Glu 


Ala 




470 




Glu 


Leu 


Gin 




485 




Gin 


Val 


Glu 




500 




Leu 


Gin 


Arg 




515 




Asp 


Ser 


Glu 




530 




Asp 


Glu 


He 




545 





He Leu Ser 
Asn Thr Arg 
Leu Phe Leu 
He His Ala 
Thr Pro Ser 
Leu Gin Glu 
Ala Thr Leu 
Thr Ser Trp 
Leu Glu Val 
Thr Glu Asp 
Lys His Asn 
Leu Gin Glu 
Arg Ser Leu 
Met Asn Glu 
Tyr Asn Gly 
Lys Val Ala 
Ala Glu Lys 
Lys Glu Gin 
Asn Asp Phe 
He Val Glu 
Ser Lys Glu 
Thr Leu Ser 
Ala Gin Met 
Ser Leu Leu 
Ala Lys Gin 
Gin Glu Leu 
Ala Leu Leu 
Glu Ser Thr 
Leu His He 
He Thr Ser 
Leu Leu Leu 



85 






Gly 


Asp 


He 


100 






Lys 


Val 


Thr 


115 






Pro 


Asp 


Gly 


130 






Pro 


Leu 


Pro 


145 






Met 


Tyr 


Ser 


160 






Ala 


Leu 


His 


175 






Gin 


Arg 


Leu 


190 






Gin 


Ala 


Leu 


205 






Met 


Gly 


Asn 


220 






Ser 


Leu 


Arg 


235 






Tyr 


Glu 


Thr 


250 






Lys 


He 


Glu 


265 






Ser 


Asn 


Thr 


280 






Arg 


Thr 


Gin 


295 






Ala 


Val 


Asn 


310 






Glu 


Gly 


Lys 


325 






Lys 


Glu 


Leu 


340 






Glu 


Leu 


Gin 


355 






Thr 


Asn 


Glu 


370 






Gly 


His 


Leu 


385 






Asn 


Gin 


Thr 


400 






Pro 


Ser 


Lys 


415 






Asp 


Glu 


Gin 


430 






Lys 


Asp 


Asp 


445 






Glu 


He 


Gin 


460 






Ala 


Arg 


Thr 


475 






Glu 


Glu 


Glu 


490 






Lys 


Gin 


He 


505 






Asp 


Thr 


Glu 


520 






Thr 


Arg 


Asp 


535 






His 


Gin 


Ala 


550 











90 


He 


Gin 


Phe 






105 


His 


Gly 


Cys 






120 


Met 


Glu 


Ala 






135 


Ser 


Pro 


Val 






150 


Gin 


Glu 


Leu 






165 


Arg 


Glu 


Gin 






180 


Leu 


Ala 


He 






195 


He 


Asp 


Glu 






210 


Gin 


Leu 


Gin 






225 


Lys 


Glu 


Leu 






240 


Thr 


Ala 


Lys 






255 


Val 


Val 


Arg 






270 


Glu 


Asp 


Glu 






285 


Glu 


Glu 


Leu 






300 


Glu 


He 


Lys 






315 


Gin 


Glu 


Glu 






330 


Gin 


His 


Lys 






345 


Ala 


Lys 


He 






360 


Arg 


Leu 


Thr 






375 


Thr 


Lys 


Ala 






390 


Arg 


Ala 


Lys 






405 


Glu 


Lys 


Ser 






420 


Asp 


Leu 


Asn 






435 


Leu 


Gin 


Gly 






450 


His 


Leu 


Arg 






465 


Ser 


Lys 


Gin 






480 


Arg 


Lys 


Ala 






495 


Gin 


Val 


Leu 






510 


Asn 


Leu 


Arg 






525 


Glu 


Leu 


Leu 






540 


Ala 


Ala 


Lys 






555 
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VCLX 


Ala 


Ser 


Glu 


Arg 


Asp Thr 


Asp He 


Ala 


Ser 


Leu 


Gin 


Glu 


Glu 










560 






565 










570 


Leu 


Lys 


Lys 


Val 


Arg 


Ala Glu 


Leu Glu 


Arg 


Trp 


Arg 


Lys 


Ala 


Ala 






575 






580 










585 




Glu 




Glu 


Lys 


Glu He 


Thr Ser 


Leu 


Gin 


Asn 


Ser 


Phe 


Gin 






590 






595 










600 






Cys Gin Gin Cys Glu Asp Gin Gin Arg Glu Glu Ala 


Thr 








605 
















615 


Arg 


Leu 


Gin Gly Glu 


Leu Glu 


juys jjeu 


Arg 


Lys 




Trp 




Ala 








620 
















630 




Glu 


Thr 


Glu 


Cys 


His Ser 


Leu Lys 


Arg 


V3XU 


Asn 


VclX 




Leu 










635 






b4U 










645 


OCX 


Sex* 


Glu 


Leu 


Gin Arg Gin 


Glu Lys 


(jXU 


Leu 


His 


Asn 


OCX. 


Gin 










650 






655 










660 


T \rG 


Gin 


Ser 


Leu 


Glu 


Leu Thr 


Ser Asp 


Leu 


Ser 


He 


Leu 


vzrXIl 


Met 








665 






670 










675 


Ser 


t\x. y 


Lys 


Glu 


Leu 


Glu Asn 


Gin Val 


Gly 


Ser 


Leu 


Lys 


VJX Li 


Gin 






680 






685 










690 


rixo 


Leu 


Arg 


Asp 


Ser 


Ala Asp 


Leu Lys 


Thr 


Leu 


Leu 


OCX 


Lys 


Ala 








695 






700 










705 


urXVX 


Asn 


Gin 


Ala 


Lys 


Asp Val 


Gin Lys 


Glu 


Tyr 


Glu 


Lys 


Thr 


Gin 










710 






715 










720 




VcLX 


Leu 


Ser 


Glu 


Leu Lys 


Leu Lys 


Phe 


Glu 


Met 


Thr 


Glu 


Gin 










725 






730 










735 


Glu 


Lys 


Gin 


Ser 


He 


Thr Asp 


Glu Leu 


Lys 


Gin Cys 


Lys 


Asn 


Asn 








740 






745 










750 


Leu 


Lys 


Leu 


Leu Arg 


Glu Lys 


Gly Asn Asn 


Lys 


Pro 


Trp 


Pro 


Trp 








755 






760 










765 


Met 


Pro 


Met 


Leu 


Ala 


Ala Leu 


Val Ala 


Val 


Thr 


Ala 


He 


Val 


Leu 










770 






775 










780 


Tyr Val 


Pro Gly Leu Ala Arg Ala Ser 


Pro 




















785 






790 













<210> 43 
<211> 230 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 7515570CD1 

<400> 43 



Met 


Arg 


Pro 


Gly 


Thr Ala 


Leu 


Gin 


Ala 


Val 


Leu 


Leu 


Ala 


Val 


Leu 


1 




5 








10 










15 


Leu 


Val 


Gly 


Leu 


Arg Ala 


Ala 


Thr 


Gly Arg 


Leu 


Leu 


Ser 


Ala 


Ser 








20 








25 










30 


Asp 


Leu Asp 


Leu 


Arg Gly 


Glu 


Lys 


Pro 


Ala 


Val 


Pro 


Ser 


Arg 


Glu 








35 








40 










45 


Ala Glu Gly 


Glu 


Glu Thr 


Glu 


Leu 


Thr 


Thr 


Pro 


Val 


Leu 


Pro 


Glu 










50 








55 










60 


Glu 


Thr 


Gin 


Glu 


Glu Asp 
65 


Ala 


Lys 


Lys 


Thr 
70 


Phe 


Lys 


Glu 


Ser 


Arg 
75 


Glu 


Ala 


Ala 


Leu 


Asn Leu 
80 


Ala 


Tyr 


He 


Leu 
85 


He 


Pro 


Ser 


He 


Pro 
90 


Leu 


Leu 


Leu 


Leu 


Leu Val 
95 


Val 


Thr 


Thr 


Val 
100 


Val 


Cys 


Trp 


Val 


Trp 
105 


He 


Cys 


Arg 


Lys 


Arg Lys 


Arg 


Glu 


Gin 


Pro 


Asp 


Pro 


Ser 


Thr 


Lys 






110 








115 










120 


Lys 


Gin 


His 


Thr 


He Trp 


Pro 


Ser 


Pro 


His 


Gin 


Gly Asn 


Ser 


Pro 








125 








130 










135 


Asp 


Leu 


Glu 


Val 


Tyr Asn 


Val 


He 


Arg 


Lys 


Gin 


Ser 


Glu 


Ala 


Asp 








140 








145 










150 
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Leu 


Ala Glu Thr 


Arg Pro Asp 


Leu 


Lys 






155 






Cys 


Ser GXy GJLu 


Ala Thr Pro 


Asp 


Asp 




170 






Asn 


Met Ala Val 


Asn Pro Ser 


Glu 


Ser 






185 






Ser 


Val Glu Ser 


Gly Phe val 


Thr 


Asn 






200 






Pro 


Asp Gin Met 


Gly Arg Ser Lys 


Glu 






215 






Glu 


lie Tyr Gly 


Tyr 










230 







<210> 44 
<211> 196 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 7515680CD1 

<400> 44 



Met 


Glu 


Leu 


Leu 


Gin 
5 


Val 


Thr 


He 


Leu 


1 

Cys 


Ser 


Ser 


Asn 


Ser 


Thr 


Gly 


Leu 


Lys 










20 










Arg 


Lys 


Asn 


Asp 


Ser 


He 


He 


Ser 


Asn 










35 










Thr 


Leu 


Pro 


Asn 


Ala 


Val 


Ser 


Thr 


Leu 










50 










Thr 


Glu 


Thr 


Gin 


Ser 


Ser 


He 


Lys 


Thr 










65 










Val 


Leu 


Gin 


Pro 


Asp 


Ala 


Ser 


Pro 


Ser 










80 










Ser 


lie 


Pro 


Val 


Thr 


He 


Pro 


Glu 


Asn 










95 










lie 


Gly 


Thr 


Glu Gly Gly Lys 


Asn 


Ala 










110 










Arg 


Ser 


Tyr 


Ser 


Ser 


He 


He 


Leu 


Pro 










125 










Val 


He 


Thr 


Leu 


Ser 


Val 


Phe 


Val 


Leu 










140 










Cys 


Trp 


Lys 


Ala 


Asp 


Pro 


Gly 


Thr 


Pro 










155 










Pro 


Gin 


Ser 


Asp 


Lys 


Glu 


Ser 


Val 


Lys 










170 










lie 


Ser 


His 


Glu 


Ser Gly Glu 


His 


Ser 



185 

Asn 



<210> 45 
<211> 367 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 751669 8CD1 

<400> 45 

Met Gly He Trp Thr Ser Gly Thr Asp 
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Asn He Ser 


irlic; 


Arg 


V a.x 


160 






ICR 


Met Ser Cys 


Asp 


Tyr 


Asp 


175 






1 Rn 


Gly Phe Val 


Thr 


Leu 


Val 


190 






195 


Asp He Tyr 


Glu 


Phe 


Ser 


205 






210 


Ser Gly Trp Val 


Glu 


Asn 


220 






225 



Phe 


Leu 


Leu 


Pro 


Ser 


He 


10 










15 


Ala 


Thr 


Thr 


Thr 


Asp 


Val 


25 










30 


Val 


Thr 


Val 


Thr 


Ser 


Val 


40 










45 


Gin 


Ser 


Ser 


Lys 


Pro 


Lys 


55 










60 


Thr 


Glu 


He 


Pro 


Gly Ser 


70 










75 


Lys 


Thr Gly Thr Leu Thr 


85 










90 


Thr 


Ser 


Gin 


Ser 


Gin 


Val 


100 










105 


Ser 


Thr 


Ser 


Ala 


Thr 


Ser 


115 










120 


Val 


Val 


He 


Ala 


Leu 


He 


130 










135 


Val 


Gly 


Leu 


Tyr 


Arg 


Met 


145 










150. 


Glu Asn Gly Asn Asp 


Gin 


160 










165 


Leu 


Leu 


Thr 


Val 


Lys 


Thr 


175 










180 


Ala Gin Gly Lys 


Thr 


Lys 


190 










195 



He Phe Leu Ser Leu Trp 
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1 




5 








10 










15 


Glu lie 


Cys Val 


Ser 


Pro 


Arg Ser 


Pro 


Gly Trp Met Asp 


Phe 


He 






20 








25 










30 


Gin His 


Leu Gly Val 


Cys 


Cys Leu 


Val 


Ala 


Leu 


He 


Ser 


Val 


Gly 






35 








40 










45 


Leu Leu 


Ser Val 


Ala 
50 


Ala 


Cys Trp 


Phe 


Leu 
55 


Pro 


Ser 


He 


He 


Ala 
60 


Ala Ala 


Ala Ser 


Trp 
65 


He 


He Thr 


Cys 


Val 
70 


Leu 


Leu 


Cys 


Cys 


Ser 
75 


Lys His 


Ala Arg 


Cys 


Phe 


He Leu 


Leu 


Val 


Phe 


Leu 


Ser 


Cys 


Gly 




80 








85 










90 


Leu Arg Glu Gly Arg Asn Ala Leu lie Ala Ala Gly Thr Gly 


He 






95 








100 










105 


Val He Leu Gly His Val 


Glu Asn 


He 


Phe 


His 


Asn 


Phe 


Lys 


Gly 






110 








115 










120 


Leu Leu Asp Gly Met 


Thr 


Cys Asn 


Leu 


Arg 


Ala 


Lys 


Ser 


Phe 


Ser 






125 








130 










135 


He His 


Phe Pro 


Leu 

140 


Leu 


Lys Lys 


Tyr 


He 
145 


Glu 


Ala 


He 


Gin 


Trp 
150 


He Tyr 


Gly Leu 


Ala 


Thr 


Pro Leu 


Ser 


Val 


Phe Asp Asp 


Leu 


Val 




155 








160 










165 


Ser Trp 


Asn Gin 


Thr 


Leu 


Ala Val 


Ser 


Leu 


Phe 


Ser 


Pro 


Ser 


His 




170 








175 










180 


Val Leu 


Glu Ala 


Gin 
185 


Leu 


Asn Asp 


Ser 


Lys 
190 


Gly 


Glu 


Val 


Leu 


Ser 
195 


Val Leu 


Tyr Gin 


Met 


Ala 


Thr Thr 


Thr 


Glu 


Val 


Leu 


Pro 


Ser 


Leu 




200 








205 










210 


Gly Gin Lys Leu 


Leu 


Ala 


Phe Ala Gly Leu 


Ser 


Leu 


Ala 


Leu 


Leu 






215 








220 










225 


Gly Thr Gly Leu 


Phe 


Met 


Lys Arg 


Phe 


Leu Gly 


Pro 


Cys 


Gly Trp 






230 








235 










240 


Lys Tyr 


Glu Asn 


He 


Tyr 


He Thr Arg 


Gin 


Phe 


Val 


Gin 


Phe 


Asp 




245 








250 










255 


Glu Arg 


Gly Arg 


His 
260 


Gin 


Gin Arg 


Pro 


Cys 
265 


Val 


Leu 


Pro 


Leu 


Asn 
270 


Lys Glu 


Glu Arg 


Arg 


Lys 


Tyr Val 


He 


He 


Pro 


Thr 


Phe 


Trp 


Pro 




275 








280 










285 


Thr Pro 


Lys Glu 


Arg 
290 


Lys 


Asn Leu 


Gly 


Leu 
295 


Phe 


Phe 


Leu 


Pro 


He 
300 


Leu He 


His Leu 


Cys 
305 


He 


Trp Val 


Leu 


Phe 
310 


Ala 


Ala 


Val 


Asp 


Tyr 
315 


Leu Leu 


Tyr Arg 


Leu 


He 


Phe Ser 


Val 


Ser 


Lys 


Gin 


Phe 


Gin 


Ser 




320 








325 










330 


Leu Pro 


Gly Phe 


Glu 


Val 


His Leu 


Lys 


Leu 


His 


Gly Glu 


He 


His 




335 








340 










345 


Phe Trp 


Leu Pro 


Val 


Leu 


Lys Met 


He 


Arg 


Lys 


Lys 


Gin 


Met 


Asp 




350 








355 










360 


Met Ala 


Ser Ala 


Asp 
365 


Lys 


Ser 
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<220> 
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<400> 46 

Met Gly Pro Gly Val Leu Leu Leu Leu Leu Val Ala Thr Ala Trp 
15 10 15 

His Gly Gin Gly He Pro Val He Glu Pro Ser Val Pro Glu Leu 
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20 










25 










30 


Val 


Val 


Lys 


Pro 


Gly 


Ala 


Thr 


Val 


Thr 


Leu 


Arg 


Cys 


Val 


Gly Asn 










35 










40 










45 


Gly 


Ser 


Val 


Glu 


Trp 


Asp 


Gly 


Pro 


Pro 


Ser 


Pro 


His 


Tirp 


Thr 


Leu 










50 










55 










60 


Tyr 


Ser 


Asp 


Gly 


Ser 


Ser 


Ser 


He 


Leu 


Ser 


Thr 


Asn 


Asn 


Ala 


Thr 










65 










70 










75 


Phe 


Gin 


Asn 


Thr 


Gly 


Thr 


Tyr 


Arg 


Cys 


Thr 


Glu 


Pro 


Gly 


Asp 


Pro 










80 










85 








90 


Leu 


Gly 


Gly 


Ser 


Ala 


Ala 


He 


His 


Leu 


Tyr 


Val 


Lys 


Asp 


Pro 


Ala 










95 










100 








105 


Arg 


Pro 


Trp 


Asn 


Val 


Leu 


Ala 


Gin 


Glu 


Val 


Val 


Val 


Phe 


Glu Asp 










110 










115 










120 


Gin 


Asp 


Ala 


Leu 


Leu 


Pro 


Cys 


Leu 


Leu 


Thr 


Asp 


Pro 


Val 


Leu 


Glu 










125 










130 










135 


Ala 


Gly 


Val 


Ser 


Leu 


Val 


Arg 


Val 


Arg 


Gly 


Arg 


Pro 


Leu 


Met 


Arg 










140 










145 










150 


His 


Thr 


Asn 


Tyr 


Ser 


Phe 


Ser 


Pro 


Trp 


His 


Gly 


Phe 


Thr 


He 


His 










155 










160 










165 


Arg 


Ala 


Lys 


Phe 


lie 


Gin 


Ser 


Gin 


Asp 


Tyr 


Gin 


Cys 


Ser 


Ala 


Leu 










170 










175 










180 


Met 


Gly 


Gly 


Arg 


Lys 


Val 


Met 


Ser 


He 


Ser 


He 


Arg 


Leu 


Lys 


Val 










185 










190 










195 


Gin 


Lys 


Val 


lie 


Pro 


Gly 


Pro 


Pro 


Ala 


Leu 


Thr 


Leu 


Val 


Pro 


Ala 










200 










205 










210 


Glu 


Leu 


Val 


Arg 


He 


Arg 


Gly 


Glu 


Ala 


Ala 


Gin 


He 


Val 


Cys 


Ser 










215 










220 










225 


Ala 


Ser 


Ser 


Val 


Asp 


Val 


Asn 


Phe 


Asp 


Val 


Phe 


Leu 


Gin 


His 


Asn 










230 










235 










240 


Asn 


Thr 


Lys 


Leu 


Ala 


He 


Pro 


Gin 


Gin 


Ser 


Asp 


Phe 


His 


Asn 


Asn 










245 










250 










255 


Arg 


Tyr 


Gin 


Lys 


Val 


Leu 


Thr 


Leu 


Asn 


Leu 


Asp 


Gin 


Val 


Asp 


Phe 










260 










265 








270 


Gin 


His 


Ala 


Gly 


Asn 


Tyr 


Ser 


Cys 


Val 


Ala 


Ser 


Asn 


Val 


Gin Gly 










275 










280 










285 


Lys 


His 


Ser 


Thr 


Ser 


Met 


Phe 


Phe 


Arg 


Val 


Val 


Glu 


Ser 


Ala 


Tyr 










290 










295 










300 


Leu 


Asn 


Leu 


Ser 


Ser 


Glu 


Gin 


Asn 


Leu 


He 


Gin 


Glu 


Val 


Thr 


Val 










305 










310 










315 


Gly 


Glu 


Gly 


Leu 


Asn 


Leu 


Lys 


Val 


Met 


Val 


Glu 


Ala 


Tyr 


Pro 


Gly 










320 










325 










330 


Leu 


Gin 


Gly 


Phe 


Asn 


Trp 


Thr 


Tyr 


Leu 


Gly 


Pro 


Phe 


Ser 


Asp 


His 










335 










340 










345 


Gin 


Pro 


Glu 


Pro 


Lys 


Leu 


Ala 


Asn 


Ala 


Thr 


Thr 


Lys 


Asp 


Thr 


Tyr 










350 










355 










360 


Arg 


His 


Thr 


Phe 


Thr 


Leu 


Ser 


Leu 


Pro 


Arg 


Leu 


Lys 


Pro 


Ser 


Glu 










365 










370 










375 


Ala 


Gly 


Arg 


Tyr 


Ser 


Phe 


Leu 


Ala 


Arg 


Asn 


Pro 


Gly 


Gly 


Trp Arg 










380 










385 










390 


Ala 


Leu 


Thr 


Phe 


Glu 


Leu 


Thr 


Leu 


Arg 


Tyr 


Pro 


Pro 


Glu 


Val 


Ser 










395 










400 










405 


Val 


lie 


Trp 


Thr 


Phe 


He 


Asn 


Gly 


Ser 


Gly 


Thr 


Leu 


Leu 


Cys 


Ala 










410 










415 








420 


Ala 


Ser 


Gly 


Tyr 


Pro 


Gin 


Pro 


Asn 


Val 


Thr 


Trp 


Leu 


Gin 


Cys 


Ser 










425 










430 










435 


Gly 


His 


Thr 


Asp 


Arg 


Cys 


Asp 


Glu 


Ala 


Gin 


Val 


Leu 


Gin 


Val 


Trp 










440 










445 










450 


Asp 


Asp 


Pro 


Tyr 


Pro 


Glu 


Val 


Leu 


Ser 


Gin 


Glu 


Pro 


Phe 


His 


Lys 










455 










460 










465 


Val 


Thr 


Val 


Gin 


Ser 


Leu 


Leu 


Thr 


Val 


Glu 


Thr 


Leu 


Glu 


His 


Asn 










470 










475 










480 


Gin 


Thr 


Tyr 


Glu 


Cys 


Arg 


Ala 


His 


Asn 


Ser 


Val 


Gly 


Ser 


Gly 


Ser 










485 










490 








495 



48/82 



wo 2004/044159 







lie 


Pro 


lie 


Ser 


Ala 


Glv 








500 










7^ GTi nil n 


Phe 


Leu 


Phe 


Thr 


Pro 


Val 


Val 








515 












Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


JJ 9 \9«i>'*^ 






530 










Lys 


Pro 


Lys 


Tyr 


Gin 


Val 


Arcr 








545 












Gly Asn 


Ser 


Tyr 


Thr 


Phe 


He 








560 












Glu 


Lys 


Trp 


Glu 


Phe 


Pro 


Arg 








575 












Leu 


Gly 


Ala Gly 


AT a 












590 










A J-Cl ir lifer 


Gly Leu 


Gly Lys 


V7X Ul 




Ala 








605 












Leu 


Lys 


Ser 


Thr 


Ala 


His 


Ala 








620 










l*Lc5 L. O CSX 


Glu 


Leu 


Lys 


lie 


Met 


Ser 


His 








635 










VclX 


Asn 


Leu 


Leu 


Gly 


Ala 


Cys 


Thr 








650 










Val Tl ^ 


Thr 


Glu 


Tyr 


Cys 


Cys 


Tyr 


Gly 








665 












Lys 


Ala 


Glu 


Ala 


Met 


Leu Gly 








680 










VsXil. ASa^ 


Pro 


Glu 


Gly Gly 


Val 


Asp 


Tyr 








695 












Tyr Val 


Arg 


Arg 


Asp 


Ser Gly 








710 












Tyr Val 


Glu 


Met 


AX y 


Pro 


Val 








725 










Ser Phe 


Ser 


Glu 


Gin 


Asp 




Asp 


Lys 








740 










ml n T.tfin 

VjrXLL 


Arg 


Asp 


Leu 


Leu 


His 


Phe 


Ser 








755 










JJxKS AX CL 


Phe 


Leu 


Ala 


Ser 


Lys 


Asn 


Gin 








770 










Gly Pro 


Ser 


Leu 


Pro 


Ser 


Ser 


Ser 


Pro 






785 










Gly Pro 


Arg 


Leu 


Thr 


Leu 


Gin 


Cys 


Phe 








800 










Gly Arg 


Gly Ser 


Ala 
















815 











<210> 47 

<211> 260 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> inisc_f eature 

<223> Incyte ID No: 7518576CD1 

<400> 47 

Met Cys Ser Thr Met Ser Ala Pro Thr 

1 5 
Pro Cys Phe Leu Leu Leu Ala Leu Val 
20 

Ser Gly Gin Ser Ser Arg Asn Asp Trp 
35 

Gly Pro Met Leu Val Ala Glu Gly Glu 
50 
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Ala 


His 


Thr 


His 


Pro 


Pro 


505 










510 


Val 


Ala 


Cys 


Met 


Ser 


He 


520 










525 


Leu 


Leu 


Leu 


Tyr 


Lvs 


Tyr 


535 










540 


TriD 


Lvs 


He 


He 


Glu 


Ser 


550 










555 


Asp 


Pro 


Thr 


Gin 


Leu 


Pro 


565 










570 


Asn 


Asn 


Leu 


Gin 


Phe 


Gly 


580 










585 


Lys 


Val 


Val 


Glu 


Ala 


Thr 


595 










600 


Val 


Leu 


Lys 


Val 


Ala 


Val 


610 










615 


Asp 


Glu 


Lys 


Glu 


Ala 


Leu 


625 










630 


Leu 


Gly Gin His 


Glu 


Asn 


640 










645 


His 


Gly Gly 


Pro 


Val 


Leu 


655 










660 


Asp 


Leu 


Leu 


Asn 


Phe 


Leu 


670 










675 


Pro 


Ser 


Leu 


Ser 


Pro 


Gly 


685 










690 


Lys 


Asn 


He 


His 


Leu 


Glu 


700 










705 


Phe 


Ser 


Ser 


Gin Gly Val 


715 










720 


Ser 


Thr 


Ser 


Ser Asn Asp 


730 










735 


Glu Asp Gly Arg 


Pro 


Leu 


745 










750 


Ser 


Gin 


Val 


Ala 


Gin 


Gly 


760 










765 


Gly Leu 


Gin 


Ser 


His 


Val 


775 










780 


Gin 


Ala 


Gin 


Val 


Gly 


Glu 


790 










795 


Pro 


Ser 


Val 


His 


Pro 


Pro 


805 










810 



Cys 


Leu 


Ala 


His Leu 


Pro 


10 








15 


Leu 


Val 


Pro 


Ser Asp 


Ala 


25 








30 


Gin 


Val 


Leu 


Gin Pro 


Glu 


40 








45 


Thr 


Leu 


Leu 


Leu Arg 


Cys 


55 








60 
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Met 


Val 


Val 


Gly 


Ser 

DO 


Asp 


Leu 


Trp 


lie 


He 


Gly 


Asp 


Thr 


Val 


Phe 


Pro 


Gly 


Pro 


He 


Arg 

1J.U 


Ala 


lie 


Tyr 


Asn 


Phe 

IOC 

125 


Val 


Gin 


Ala 


Ser 


Asn 
140 


Ser 


Ser 


Glu 


Asp 


Ala 

155 


Lys 


Pro 


Asn 


Arg 


Gin 
170 


Val 


Lys 


Ala 


Lys 


Ser 
185 


Glu 


Pro 


Ala 


Thr 


Glu 
200 


Ala 


Pro 


Val 


Val 


Leu 
215 


Leu 


Leu 


Ala 


Leu 


Ala 
230 


val 


Lys 


Thr 


Thr 


Gly 
245 


Ser 


Lys 


Gly Gin 


Glu 










260 



<210> 48 

<211> 237 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> mis cofeature 
<223> Incyte ID No: 

<400> 48 



Met 


Ser 


Gly 


Gly 


Trp 


1 








5 


Ala 


Leu 


Gly 


Leu 


Ala 
20 


Leu 


Glu 


Ala 


Ala 


Ala 
35 


Ala 


Ala 


Gly 


Pro 


Ser 
50 


Cys 


Arg 


Thr 


Ser 


Gly 
65 


Arg 


Asp 


Leu 


Asp 


Cys 
80 


Glu 


Leu 


Arg 


Cys 


Thr 
95 


Arg 


Cys 


Asp 


Gly 


His 
110 


Gly 


Cys 


Gly 


Thr 


Asn 

125 


Met 


Gly 


Pro 


Pro 


Val 
140 


Ala 


Thr 


Thr 


Met 


Gly 
155 


Val 


Gly 


Asn 


Ala 


Thr 
170 



Cys 


mr 


Asp 


Gly Ala 








70 


V7xn 


Pro 


VsrJLn 


Glu Leu 








85 


Leu 


Asn 


t-ys 


Tnr vax 








1 (\(\ 


Trp 




m n 

urXn 


VarXy AJ.a 








•lie 


^jxy 


ij-Ly 


xxe 


Ser His 








loU 


TV _,— ^ 

Asn 


Asp 


Phe 


Ser He 








145 


Gly 


Thr 


Tyr 


Tyr Cys 








160 


Tyr 


Leu 


Ser 


Gly Gin 








175 


Thr 


Ser 


Ser 


Lys Glu 








190 


Met 


Ser 


Pro 


Thr Gly 








205 


Gly 


Leu 


Lys 


Ala He 








220 


Thr 


Ser 


Arg 


Arg Ser 








235 


Pro 


Ala 


Gly 


Ala Met 








250 



7518626CD1 



Met 


Ala 


Gin 


Val 


Gly 
10 


Leu 


Leu 


Leu 


Leu 


Leu 
25 


Ser 


Pro 


Leu 


Ser 


Thr 
40 


Ser 


Gly 


Ser 


Cys 


Pro 
55 


Leu 


Cys 


Val 


Pro 


Leu 
70 


Ser 


Asp 


Gly 


Ser 


Asp 
85 


Leu 


Ser 


Asp 


Asp 


Cys 
100 


Pro 


Asp 


Cys 


Pro 


Asp 
115 


Glu 


He 


Leu 


Pro 


Glu 
130 


Thr 


Leu 


Glu 


Ser 


Val 
145 


Pro 


Pro 


Val 


Thr 


Leu 
160 


Ser 


Ser 


Ser 


Ala Gly 










175 



Gly 


Asp 


Pro 


Glu 


Pro 










75 


Val 


Leu 


Gly 


Thr 


Thr 










90 


Leu 


Gly Asp 


Gly 


Pro 










105 


Gly 


Leu 


Ser 


Arg 


Glu 










120 


Pro 


Lys 


Ala 


Tnr 


Ala 










135 


Leu 


Leu 


Gin 


Asn 


Val 










150 


Val 


Lys 


Phe 


Gin 


Arg 










165 


Gly 


Thr 


Ser 


Leu 


Lys 










180 


Ala 


Glu 


Phe 


Thr 


Ser 










195 


Leu 


Leu 


Val 


vai 


Pne 










210 


Thr 


Leu 


Ala 


Ala 


Leu 










225 


Pro 


Gly Gin 


Glu 


Asp 










240 


Asn 


Thr 


Leu 


Ala 


Trp 



255 



Ala 


T3rp 


Arg 


Thr 


Gly 
15 


Gly 


Leu 


Gly 


Leu 


Gly 
30 


Pro 


Thr 


Ser 


Ala 


Gin 
45 


Pro 


Thr 


Lys 


Phe 


Gin 
60 


Thr 


Trp 


Arg 


Cys 


Asp 
75 


Glu 


Glu 


Glu 


Cys 


Ser 
90 


He 


Pro 


Leu 


Thr 


Trp 
105 


Ser 


Ser Asp 


Glu 


Leu 










120 


Gly 


Asp 


Ala 


Thr 


Thr 

135 


Thr 


Ser 


Leu 


Arg 


Asn 
150 


Glu 


Ser 


Val 


Pro 


Ser 
165 


Asp 


Gin 


Ser 


Gly 


Ser 
180 
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Pro Thr Ala Tyr Gly Val He Ala Ala Ala Ala Val Leu Ser Ala 

185 190 
Ser Leu Val Thr Ala Tlir Leu Leu Leu Leu Ser Trp Leu Arg Ala 

200 205 210 

Gin Glu Arg Leu Arg Pro Leu Gly Leu Leu Val Ala Met Lys Glu 

215 220 225 

Ser Leu Leu Leu Ser Glu Gin Lys Thr Ser Leu Pro 

230 235 



<210> 49 
<211> 170 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc^feature 

<223> Incyte ID No: 7515714CD1 



<400> 49 

Met Pro val Pro Ala Ser Trp Pro His Pro Pro Gly Pro Phe Leu 
1 5 10 15 

Leu Leu Thr Leu Leu Leu Gly Leu Thr Glu Val Ala Gly Glu Glu 
20 25 30 

Glu Leu Gin Met He Gin Pro Glu Lys Leu Leu Leu Val Thr Val 
35 40 45 

Gly Lys Thr Ala Thr Leu His Cys Thr Val Thr Ser Leu Leu Pro 
50 55 oO 

Val Gly Pro Val Leu Trp Phe Arg Gly Val Gly Pro Gly Arg Glu 
65 70 75 

Leu lie Tyr Asn Gin Lys Glu Gly His Phe Pro Arg Val Thr Thr 
80 85 90 

Val Ser Asp Leu Thr Lys Arg Asn Asn Met Asp Phe Ser lie Arg 
95 100 105 

lie Ser Ser lie Thr Pro Ala Asp Val Gly Thr Tyr Tyr Cys Val 
110 115 120 

Lys Phe Arg Lys Gly Ser Pro Glu Asn Val Glu Phe Lys Ser Gly 
125 130 135 

Pro Gly Thr Glu Met Ala Leu Gly Ala Pro Ser Phe Leu Pro Cys 
140 145 150 

His Val Gly Pro Ser Ser Leu Leu Pro Pro Ser Phe Pro Glu Arg 
155 160 165 

Leu Ser Leu Arg Glu 
170 



<210> 50 

<211> 968 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc„feature 

<223> Incyte ID No: 2847449CB1 



<400> 50 

tgagattcct cactgtcctc tgagagagaa 
gcacctggaa ctcggcaccc aggaggtcac 
ctggtggcct taggtggctg cattactgga 
ataccacctt cttctcactg aacatgacca 
ctggagccat tgttgctgcc attgtggtgg 
tcctgctgaa gatgtacaac aggaaaatga 
ccaagccaac cgccccttct gccgtgggcc 
ctgtgacctt cagtcctgtt gacgtccagg 
atctccacca ctgtccaaag agcctctcca 



gagctactgg gcccatccaa aagacagtct 60 
ccctgcagga cctgtagagg agcctgtgtc 120 
tcgagatgac cacagccacc cctctggggg 180 
ccaggggaga agacttcctg tataagagtt 240 
ttgtcatcat catcttcacc gtggttctga 300 
ggacgaggcg ggaactagag cccaagggcc 360 
caaacagcaa cggcagccaa cacccagcaa 420 
tggagacgcg atgacctcta ccctggcgct 480 
gagtcaagac ccagaggcac actctctggc 540 
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agcttcacaa tgagcttctt 
tgcttccagc aatcctcaac 
gccgccaccc caccaaaaag 
gttgggaatc caccaatgtg 
gatagcccag gagccaggtg 
cggggttcat atcagatgaa 
cataaccagg cacaggggaa 
aacttgtt 

<210> 51 
<211> 1891 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 7523642CB1 

<400> 51 

tagtgtctgc cccccacctt ccagtatccc ctgatatgca gcatgaatga aaatggcaag 60 
tttcctggcc ttccttctgc tcaactttcg tgtctgcctc cttttgcttc agctgctcat 120 
gcctcactca ggtagggaac aattccacgc ttgtttctga agcagacaat tacctaatta 180 
tgtcctcata ggacttttga ctccttccca aacctgaagt ccatcccgat ctgaaggttc 240 
acccgtcact aagagacaaa tggtgcttct gttaagatca gtttccccca ccagtttctt 300 
tgtatctcgc cttccctgtc tgagaaacac ccttcctctc atgaccccaa ctccaaaacc 3 60 
ctctgacaga tcctccccct tgtgcctaca gctcagtctt ctgtgcttgg accctctggg 420 
cccatcctgg ccatggtggg tgaagacgct gatctgccct gtcacctgtt cccgaccatg 480 
agtgcagaga ccatggagct gaagtgggtg agttccagcc taaggcaggt ggtgaacgtg 540 
tatgcagatg gaaaggaagt ggaagacagg cagagtgcac cgtatcgagg gagaacttcg 600 
attctgcggg atggcatcac tgcagggaag gctgctctcc gaatacacaa cgtcacagcc 660 
tctgacagtg gaaagtactt gtgttatctc caagatggtg acttctatga aaaagccctg 720 
gtggagctga aggttgcagc actgggttct gatcttcacg ttgatgtgaa gggttacaag 780 
gatggaggga tccatctgga gtgcaggtcc actggctggt acccccaacc ccaaatacag 840 
tggagcaaca acaagggaga gaacatcccg actgtggaag cacctgtggt tgcagacgga 900 
gtgggcctgt atgcagtagc agcatctgtg atcatgagag gcagctctgg ggagggtgta 960 
tcctgtacca tcagaagttc cctcctcggc ctggaaaaga cagccagcat ttccatcgca 1020 
gaccccttct tcaggagcgc ccagaggtgg atcgccgccc tggcagggac cctgccagtc 1080 
ttgctgctgc ttcttggggg agccggtt.ac ttcctgtggc aacagcagga ggaaaaaaag 1140 
actcagttca gaaagaaaaa gagagagcaa gagttgagag aaatggcatg gagcacaatg 1200 
aagcaagaac aaagcacaag agtgaagctc ctggaggaac tcagatggag aagtatccag 1260 
tatgcatctc ggggagagag acattcagcc tataatgaat ggaaaaaggc cctcttcaag 1320 
cctgcggatg tgattctgga tccaaaaaca gcaaacccca tcctccttgt ttctgaggac 13 80 
cagaggagtg tgcagcgtgc caaggagccc caggatctgc cagacaaccc tgagagattt 1440 
aattggcatt attgtgttct cggctgtgag agcttcatat cagggagaca ttactgggag 1500 
gtggaggtag gggacaggaa agagtggcat ataggggtgt gcagtaagaa tgtgcagaga 1560 
aaaggctggg tcaaaatgac acctgagaat ggattbtgga ctatggggct gactgatggg 1620 
aataagtatc ggactctaac tgagcccaga accaacctga aacttcctaa gccccctaag 1680 
aaagtggggg tcttcctgga ctatgagact ggagatatct cattctacaa tgctgtggat 1740 
ggatcgcata ttcatacttt cctggacgtc tccttctctg aggctctata tcctgttttc 1800 
agaattttga ccttggagcc cacggccctg actatttgtc cagcgtgaaa agaagaagag 1860 
agttcctcca attctgaccg agtgctgatc a 1891 

<210> 52 

<211> 1171 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> inisc_f eature 

<223> Incyte ID No: 7521994CB1 

<400> 52 

tccgcctcag agatgctacc gctgctgctg cccctgctgt gggcagcctc gtactatggt 60 
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ctggtcaggt cgacagagac 
cttgtctgcc ctgccctacc 
ctgcagaaca ttcttttgtc 
ggcttggctt tcccccacac 
tcagggagca ctgctgagag 
gcgccgtatc cactgcttca 
ctaacttgga ctaactaacc 



atctttgacg caatctctga 600 
ccaactgtgt ccacatccct 660 
atctgatgag gtagagctat 720 
tgtagttaga cagatagaca 780 
tatcacaata ggatctgtca 840 
cagagcaaaa cattcaatcc 900 
agaaaacctt gttaacgtat 960 

968 
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tatggctact ggttcctgga aggggctgat gttccagtgg ccacaaacga cccagacgaa 120 
gaagtgcagg aggagacccg gggccgattc cacctcctct gggatcccag aaggaagaac 180 
tgctccctga gcatcagaga tgcccggagg agggacaatg ctgcatactt ctttcggttg 240 
aagtccaaat ggatgaaata cggttatgca tcttccaagc tctctgtgcg tgtgatgggg 300 
accctggagt ctggccatcc cagcaatctg acctgctctg tgccctgggt ctgtgagcag 3 60 
gggacgcccc ccatcttctc ctggatgtca gctgccccca cctccctggg ccccaggacc 420 
acccagtcct cggtgctcac aatcacccca cggccccagg accacagcac caacctcacc 480 
tgtcaggtga cgttccctgg agccggtgtg accatggaga gaaccatcca gctcaatgtc 540 
tcctccttca aaatcctgca aaacacctcg tccctccctg tcctggaggg ccaggctctg 600 
cggctgctct gtgatgctga cggcaacccc cctgcacacc tgagctggtt ccagggcttc 660 
cccgccctga acgccacccc catctccaat accggggtcc tggagctgcc tcaagtaggg 720 
tctgcagaag aaggagattt cacctgccgt gctcagcatc ctctgggctc cctgcaaatc 780 
tctctgagtc tctttgtgca ttggaaacca gaaggcaggg ctggtggtgt cctgggagca 840 
gtctggggag ctagcatcac aaccctggtt ttcctctgtg tttgcttcat cttcagagtg 900 
aagactagaa ggaagaaagc agcccagcca gtgcaaaaca cggatgatgt gaaccccgtc 960 
atggtctcag gctccagggg tcatcagcac cagttccaga caggcatagt ttcagaccac 1020 
cctgctgagg ctggccccat ctcagaagat gagcaggagc tccactacgc tgtcctacac 1080 
ttccacaagg tgcaacctca ggaaccaaag gtcaccgaca ctgagtactc agaaatcaag 1140 
atacacaagt gaggaattgt ccaaagccat a 1171 

<210> 53 

<211> 638 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7522289CB1 

<400> 53 

ttatgccatc gccatcaact atgacccaat ggagggccac gtctactgga cggatgacga 60 
ggtgtgggcc atccgcaggg catacctgga tgggtctggg gcg.cagacgc tgatcaacac 120 
caagatcaac gaccccgatg acatcgcagt caactgggtg gcccgaagcc tctattggac 180 
ccacacaggc actgaacaca tcgaggtgac gtgcctcaac agcacctccc acaagatcct 240 
ggtgtcagag gacatggacg agccccgtgc cattgcactg catcccgaga tggggcgatc 300 
agtgtcgatg agacgaagag gcagaccctc ctgaaggaca agctcccaca cattttcagg 360 
ttcaccctgc tgggggactt catctactgg accgcctggc agcaccacag catcaagcgg 420 
gtacacaagg tcaaggccaa ccgggacgtc atcattgacc agctgcccga cctgatgggg 480 
ctcaaagctg tgaacgtgga caaggtcgtc ggaaccaacc ctcatgcgga caggaatggg 540 
ggtgcagcca cctgtgcttc ttcacgcccc acacaacccg gtttggctgc cccatctagg 600 
gcctggaact gctgagtgac atgaagacct gcatcata 638 

<210> 54 

<211> 571 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc^feature 

<223> Incyte ID No: 752233 6CB1 

<400> 54 

tatgcaagat gaagaaagat acatgacatt gaatgtacag tcaaagaaaa ggagttctgc 60 
ccaaacatct caacttacat ttaaagatta ttcagtgacg ttgcactggt ataaaatctt 120 
actgggaata tctggaaccg tgaatggtat tctcactttg actttgatct ccttgatcct 180 
gttggtttct cagggagtat tgctaaaatg ccaaaaagga agttgttcaa atgccactca 240 
gtatgaggac actggagatc taaaagtgaa taatggcaca agaagaaata taagtaataa 300 
ggacctttgt gcttcgagat ctgcagacca gacaggcttt tatacagaaa aacctaagac 360 
aattaaacta cgtatggatt gggcttaact ttacctcctt gaaaatgaca tggacttggg 420 
tggatggttc tccaatagat tcaaagatat tcttcataaa gggaccagct aaagaaaaca 480 
gctgtgctgc cattaaggaa agcaaaattt tctctgaaac ctgcagcagt gttttcaaat 540 
ggatttgtca gtattagagt ttgacaaaat a 571 
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<210> 55 

<211> 433 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> inisc__f eature 

<223> Incyte ID No: 7522339CB1 

<400> 55 

tacacagaaa tggggactgc gagcagaagc aacatcgctc gccatctgca aaccaatctc 60 
attctatttt gtgtcgaaat taagctgctc agcaaggaac tgcggagctt cctgacagct 120 
cttgtatcac tgctctctgt ctatgtgacc ggtgtgtgcg tggccttcat actcctctcc 180 
aaatcaaaat ccaaccctct aagaaacaaa gaaataaaag aagactcaca aaagaagaag 240 
agtgctcggc gtatttttca ggaaattgct caagaactat accataagag acatgtggaa 300 
acaaatcagc aatctgagaa agataacaac acttatgaaa acagaagagt actttccaac 3 60 
tatgaaaggc catagaaacg ttttaatttt caatgaagtc actgaaaatc caactccagg 420 
agctatggca gta 

<210> 56 
<211> 619 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> Incyte ID No: 75223 61CB1 

<400> 56 

tacacagaaa tggggactgc gagcagaagc 
attctatttt gtgtcggtgc tgtgggcgcc 
ctagaagtgg actacactca tgaggccgtc 
tgcccttctg agcaaccaac atgcctgtgg 
ctgtgcttgg acgggtgcaa aaaaattaag 
acagctcttg tatcactgct ctctgtctat 
ctctccaaat caaaatccaa ccctctaaga 
aagaagagtg ctcggcgtat ttttcaggaa 
gtggaaacaa atcagcaatc tgagaaagat 
tccaactatg aaaggccata gaaacgtttt 
tccaggagct atggcagta 

<210> 57 
<211> 561 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> Incyte ID No: 7522368CB1 

<400> 57 

tatgcaagat gaagaaagat acatgacatt gaatgtacag tcaaagaaaa ggagttctgc 60 
ccaaacatct caacttacat ttaaagatta ttcagtgacg ttgcactggt ataaaatctt 120 
actgggaata tctggaaccg tgaatggtat tctcactttg actttgatct ccttgatcct 180 
gttggtacta tgccaatcag aatggctcaa ataccaaggg aagtgttatt ggttctctaa 240 
tgagatgaaa agctggagtg acagttatgt gtattgtttg gaaagaaaat ctcatctact 300 
aatcatacat gaccaacttg aaatggcttt tatacagaaa aacctaagac aattaaacta 3 60 
cgtatggatt gggcttaact ttacctcctt gaaaatgaca tggacttggg tggatggttc 420 
tccaatagat tcaaagatat tcttcgtaaa gggaccagct aaagaaaaca gctgtgctgc 480 
cattaaggaa agcaaaattt tctctgaaac ctgcagcagt gttttcaaat ggatttgtca 540 
gtattagagt ttgacaaaat a 561 

<210> 58 



aacatcgctc gccatctgca aaccaatctc 60 
tgtactctct ctgtcacaca accgtggtac 120 
accataaagt gtaccttctc cgcaaccgga 180 
tttcgctacg gtgctcacca gcctgagaac 240 
ctgctcagca aggaactgcg gagcttcctg 300 
gtgaccggtg tgtgcgtggc cttcatactc 360 
aacaaagaaa taaaagaaga ctcacaaaag 420 
attgctcaag aactatacca taagagacat 480 
aacaacactt atgaaaacag aagagtactt 540 
aattttcaat gaagtcactg aaaatccaac 600 

619 
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<211> 724 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 7522373CB1 

<400> 58 

tatgcaagat gaagaaagat acatgacatt 
ccaaacatct caacttacat ttaaagatta 
actgggaata tctggaaccg tgaatggtat 
gttggtcctg tattcaagtt tctcagggag 
caaatgccac tcagtatgag gacactggag 
atataagtaa taaggacctt tgtgcttcga 
cagaatggct caaataccaa gggaagtgtt 
gtgacagtta tgtgtattgt ttggaaagaa 
ttgaaatggc ttttatacag aaaaacctaa 
actttacctc cttgaaaatg acatggactt 
tattcttcat aaagggacca gctaaagaaa 
ttttctctga aacctgcagc agtgttttca 
aata 



gaatgtacag tcaaagaaaa ggagttctgc 60 
ttcagtgacg ttgcactggt ataaaatctt 120 
tctcactttg actttgatct ccttgatcct 180 
tattgctaaa atgccaaaaa ggaagttgtt 240 
atctaaaagt gaataatggc acaagaagaa 300 
gatctgcaga ccagacagta ctatgccaat 360 
attggttctc taatgagatg aaaagctgga 420 
aatctcatct actaatcata catgaccaac 480 
gacaattaaa ctacgtatgg attgggctta 540 
gggtggatgg ttctccaata gattcaaaga 600 
acagctgtgc tgccattaag gaaagcaaaa 660 
aatggatttg tcagtattag agtttgacaa 720 

724 



<210> 59 

<211> 703 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 75223 81CB1 



<400> 59 

tatgcaagat gaagaaagat acatgacatt 
ccaaacatct caacttacat ttaaagatta 
actgggaata tctggaaccg tgaatggtat 
gttggggagt attgctaaaa tgccaaaaag 
acactggaga tctaaaagtg aataatggca 
gtgcttcgag atctgcagac cagacagtac 
ggaagtgtta ttggttctct aatgagatga 
tggaaagaaa atctcatcta ctaatcatac 
aaaacctaag acaattaaac tacgtatgga 
catggacttg ggtggatggt tctccaatag 
ctaaagaaaa cagctgtgct gccattaagg 
gtgttttcaa atggatttgt cagtattaga 



gaatgtacag tcaaagaaaa ggagttctgc 60 
ttcagtgacg ttgcactggt ataaaatctt 120 
tctcactttg actttgatct ccttgatcct 180 
gaagttgttc aaatgccact cagtatgagg 240 
caagaagaaa tataagtaat aaggaccttt 300 
tatgccaatc agaatggctc aaataccaag 360 
aaagctggag tgacagttat gtgtattgtt 420 
atgaccaact tgaaatggct tttatacaga 480 
ttgggcttaa ctttacctcc ttgaaaatga 540 
attcaaagat attcttcata aagggaccag 600 
aaagcaaaat tttctctgaa acctgcagca 660 
gtttgacaaa ata 703 



<210> 60 

<211> 1722 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc„feat\ire 

<223> Incyte ID No: 7523596CB1 



<400> 60 

tagtgtctgc cccccacctt ccagtatctc 
tttcctggcc ttccttctgc tcaactttcg 
gcctcactca gctcagtttt ctgtgcttgg 
tgaagacgct gatctgccct gtcacctgtt 
gaagtgggtg agttccagcc taaggcaggt 
ggaagacagg cagagtgcac cgtatcgagg 
tgcagggaag gctgctctcc gaatacacaa 



ctgatatgca gcatgaatga aaatggcaag 60 
tgtctgcctc cttttgcttc agctgctcat 120 
accctctggg cccatcctgg ccatggtggg 180 
cccgaccatg agtgcagaga ccatggagct 240 
ggtgaacgtg tatgcagatg gaaaggaagt 300 
gagaacttcg attctgcggg atggcatcac 360 
cgtcacagcc tctgacagtg gaaagtactt 420 
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gtgttatttc caagatggtg acttctatga 
actgggttct gatcttcacg ttgatgtgaa 
gtgcaggtcc actggctggt acccccaacc 
gaacatcccg actgtggaag cacctgtggt 
agcatctgtg atcatgagag gcagctctgg 
cctcctcggc ctggaaaaga cagccagcat 
ccagaggtgg atcgccgccc tggcagggac 
agccggttac ttcctgtggc aacagcagga 
gagagagcaa gagttgagag aaatggcatg 
agtgaagctc ctggaggaac tcagtaagtt 
cctgtccctg ctttatgcgc cttgatgcat 
gaagtatcca gtatgcatct cggggagaga 
ccctcttcaa gcctgcggat gtgattctgg 
tttctgagga ccagaggagt gtgcagcgtg 
ctgagagatt taattggcat tattgtgttc 
attactggga ggtggaggta ggggacagga 
atgtgcagag aaaaggctgg gtcaaaatga 
tgactgatgg gaataagtat cggactctaa 
agccccctaa gaaagtgggg gtcttcctgg 
atgctgtgga tggatcgcat attcatactt 
atcctgtttt cagaattttg accttggagc 
aagaagaaga gagttcctcc aattctgacc 

<210> 61 

<211> 1685 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7523 643CB1 



aaaagccctg gtggagctga aggttgcagc 480 
gggttacaag gatggaggga tccatctgga 540 
ccaaatacag tggagcaaca acaagggaga 600 
tgcagacgga gtgggcctgt atgcagtagc 660 
ggagggtgta tcctgtacca tcagaagttc 720 
ttccatcgca gaccccttct tcaggagcgc 780 
cctgcctgtc ttgctgctgc ttctgggggg 840 
ggaaaaaaag actcagttca gaaagaaaaa 900 
gagcacaatg aagcaagaac aaagcacaag 960 
cccattcccc cagagaccca ggcatgtctt 1020 
cttcccctgt tccttccgtt gcaggatgga 1080 
gacattcagc ctataatgaa tggaaaaagg 1140 
atccaaaaac agcaaacccc atcctccttg 1200 
ccaaggagcc ccaggatctg ccagacaacc 1260 
tcggctgtga gagcttcata tcagggagac 1320 
aagagtggca tataggggtg tgcagtaaga 13 80 
cacctgagaa tggattctgg actatggggc 1440 
ctgagcccag aaccaacctg aaacttccta 1500 
actatgagac tggagatatc tcattctaca 1560 
tcctggacgt ctccttctct gaggctctat 1620 
ccacggccct gactatttgt ccagcgtgaa 1680 
gagtgctgat ca 1722 



<400> 61 

tagggaagaa cacaatggat ctggtgctaa 
gtgctttgct ggctgtgggg gctacaaaag 
atccccagga aactgacgat gcctgcatct 
cttggtctca gaagagaagc tttgtttatg 
ttctaggggg cccagtgtct gggctgagca 
acaccatgga agtgactgtc taccatcgcc 
attccagctc agccttcacc attactgacc 
tgcgggcctt ggatggaggg aacaagcact 
tccagcccca tgaccccagt ggctatctgg 
ttggagacag tagtggaacc ctgatctctc 
agcctggccc agtcactgcc caggtggtcc 
gctcctcccc agttccaggc accacagatg 
ccacagctgg ccaagtgcct actacagaag 
ctgcagagcc ctcfcggaacc acatctgtgc 
cacctgtgca gatgccaact gcagagagca 
tggagaccac agctagagag ctacctatcc 
tcatgtctac ggaaagtatt acaggttccc 
taaggctggt gaagagacaa gtccccctgg 
ccgtcaccct ggacattgtc cagggtattg 
ccggtgaggg ggatgcattt gagctgactg 
cctgcatgga gatctcatcg ccagggtgcc 
tgctacccag cccagcctgc cagctggttc 
catactgcct caatgtgtct ctggctgata 
ttatcatgcc tggtcaagaa gcaggccttg 
tggtgttgat ggctgtggtc cttgcatctc 
acttctccgt accccagttg ccacatagca 
tctgctcttg tcccattggt gagaatagcc 
tctcatatga tgctgtgatt ttcctggagt 
tccca 



aaagatgcct tcttcatttg gctgtgatag 60 
ggagccaggt gtggggagga cagccagtgt 120 
tccctgatgg tggaccttgc ccatctggct 180 
tctggaagac ctggggccaa tactggcaag 240 
ttgggacagg cagggcaatg ctgggcacac 300 
ggggatcccg gagctatgtg cctcttgctc 3 60 
aggtgccttt ctccgtgagc gtgtcccagt 420 
tcctgagaaa tcagcctctg acctttgccc 480 
ctgaagctga cctctcctac acctgggact 540 
gggcacttgt ggtcactcat acttacctgg 600 
tgcaggctgc cattcctctc acctcctgtg 660 
ggcacaggcc aactgcagag gcccctaaca 720 
ttgtgggtac tacacctggt caggcgccaa 780 
aggtgccaac cactgaagtc ataagcactg 840 
cagctgcaca ggtaacaact acagagtggg 900 
ctgagcctga aggtccagat gccagctcaa 960 
tgggccccct gctggatggt acagccacct 1020 
attgtgttct gtatcgatat ggttcctttt 1080 
aaagtgccga gatcctgcag gctgtgccgt 1140 
tgtcctgcca aggcgggctg cccaaggaaa 1200 
agccccctgc ccagcggctg tgccagcctg 1260 
tgcaccagat actgaagggt ggctcgggga 1320 
ccaacagcct ggcagtggtc agcacccagc 1380 
ggcaggttcc gctgatcgtg ggcatcttgc 1440 
tgatatatag gcgcagactt atgaagcaag 1500 
gcagtcactg gctgcgtcta ccccgcatct 1560 
ccctcctcag tgggcagcag gtctgagtac 1620 
tgacagaaac acctatattt cccccagtct 1680 

1685 
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<210> 62 

<211> 1578 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> inisc_f eature 

<223> Incyte ID No: 7523769CB1 



<400> 62 

tagtgtctgc 

tttcctggcc 

gcctcactca 

tgaagacgct 

gaagtgggtg 

ggaagacagg 

tgcagggaag 

gtgttatttc 

gttacaagga 

aaatacagtg 

cagacggagt 

agggt'gtatc 

ccatcgcaga 

tgcctgtctt 

aaaaaaagac 

gcacaatgaa 

gagagagaca 

ttctggatcc 

agcgtgccaa 

gtgttctcgg 

acaggaaaga 

aaatgacacc 

ctctaactga 

tcctggacta 

atactttcct 

tggagcccac 

ctgaccgagt 



cccccacctt 
ttccttctgc 
gctcagtttt 
gatctgccct 
agttccagcc 
cagagtgcac 
gctgctctcc 
caagatggtg 
tggagggatc 
gagcaacaac 
gggcctgtat 
ctgtaccatc 
ccccttcttc 
gctgctgctt 
tcagttcaga 
gcaagaacaa 
ttcagcctat 
aaaaacagca 
ggagccccag 
ctgtgagagc 
gtggcatata 
tgagaatgga 
gcccagaacc 
tgagactgga 
ggacgtctcc 
ggccctgact 
gctgatca 



ccagtatctc 
tcaactttcg 
ctgtgcttgg 
gtcacctgtt 
taaggcaggt 
cgtatcgagg 
gaatacacaa 
acttctatga 
catctggagt 
aagggagaga 
gcagtagcag 
agaagttccc 
aggagcgccc 
cttgggggag 
aagaaaaaga 
agcacaagag 
aatgaatgga 
aaccccatcc 
gatctgccag 
ttcatatcag 

ggggtgtgca 
ttctggacta 
aacctgaaac 
gatatctcat 
ttctctgagg 
atttgtccag 



ctgatatgca 
tgtctgcctc 
accctctggg 
cccgaccatg 
ggtgaacgtg 
gagaacttcg 
cgtcacagcc 
aagagccctg 
gcaggtccac 
acatcccgac 
catctgtgat 
tcctcggcct 
agaggtggat 
ccggttactt 
gagagcaaga 
gatggagaag 
aaaaggccct 
tccttgtttc 
acaaccctga 
ggagacatta 
gtaagaatgt 
tggggctgac 
ttcctaagcc 
tctacaatgc 
ctctatatcc 
cgtgaaaaga 



gcatgaatga 
cttttgcttc 
cccatcctgg 
agtgcagaga 
tacgcagatg 
attctgcggg 
tctgacagtg 
gtggagctga 
tggctggtac 
tgtggaagca 
catgagaggc 
ggaaaagaca 
cgccgccctg 
cctgtggcaa 
gttgagagaa 
tatccagtat 
cttcaagcct 
tgaggaccag 
gagatttaat 
ctgggaggtg 
gcagagaaaa 
tgatgggaat 
ccctaagaaa 
tgtggatgga 
tgttttcaga 
agaagagagt 



aaatggcaag 
agctgctcat 
ccatggtggg 
ccatggagct 
gaaaggaagt 
atggcatcac 
gaaagtactt 
aggttgcagg 
ccccaacccc 
cctgtggttg 
agctctgggg 
gccagcattt 
gcagggaccc 
cagcaggagg 
atggcatgga 
gcatctcggg 
gcggatgtga 
aggagtgtgc 
tggcattatt 
gaggtagggg 
ggctgggtca 
aagtatcgga 
gtgggggtct 
tcgcatattc 
attttgacct 
tcctccaatt 



60 

120 

180 

240 

300 

360 

42 0 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1578 



<210> 63 

<211> 1349 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 7523785CB1 

<400> 63 

tagtgtctgc cccccacctt ccagtatctc 
tttcctggcc ttccttctgc tcaactttcg 
gcctcactca gctcagtttt ctgtgcttgg 
tgaagacgct gatctgccct gtcacctgtt 
gaagtgggtg agttccagcc taaggcaggt 
ggaagacagg cagagtgcac cgtatcgagg 
tgcagggaag gctgctctcc gaatacacaa 
gtgttatttc caagatggtg acttctatga 
ccccttcttc aggagcgccc agaggtggat 
gctgctgctt cttgggggag ccggttactt 
tcagttcaga aagaaaaaga gagagcaaga 
gcaagaacaa agcacaagag tgaagctcct 
tgcatctcgg ggagagagac attcagccta 
tgcggatgtg attctggatc caaaaacagc 
gaggagtgtg cagcgtgcca aggagcccca 



ctgatatgca gcatgaatga aaatggcaag 60 
tgtctgcctc cttttgcttc agctgctcat 120 
accctctggg cccatcctgg ccatggtggg 180 
cccgaccatg agtgcagaga ccatggagct 240 
ggtgaacgtg tatgcagatg gaaaggaagt 300 
gagaacttcg attctgcggg atggcatcac 360 
cgtcacagcc tctgacagtg gaaagtactt 420 
aaaagccctg gtggagctga aggttgcaga 480 
cgccgccctg gcagggaccc tgcctgtctt 540 
cctgtggcaa cagcaggagg aaaaaaagac 600 
gttgagagaa atggcatgga gcacaatgaa 660 
ggaggagctc agatggagaa gtatccagta 720 
taatgaatgg aaaaaggccc tcttcaagcc 780 
aaaccccatc ctccttgttt ctgaggacca 840 
ggatctgcca gacaaccctg agagatttaa 900 
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ttggcattat tgtgttctcg 
ggaggtaggg gacaggaaag 
aggctgggtc aaaatgacac 
taagtatcgg actctaactg 
agtgggggtc ttcctggact 
atcgcatatt catactttcc 
aattttgacc ttggagccca 
ttcctccaat tctgaccgag 

<210> 64 
<211> 1709 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> mis cofeature 
<223> Incyte ID No: 7523836CB1 

<400> 64 

tacacaggat aaggcccagc gcacaggccc ccacgtggac agcatggacc gcggcacgct 60 
ccctctggct gttgccctgc tgctggccag ctgcagcctc agccccacaa gtcttgcaga 120 
aacagtccat tgtgaccttc agcctgtggg ccccgagagg ggcgaggtga catataccac 180 
tagccaggtc tcgaagggct gcgtggctca ggcccccaat gccatccttg aagtccatgt 240 
cctcttccta gagttcccaa cgggcccgtc acagctggag ctgactctcc aggcatccaa 300 
gcaaaatggc acctggcccc gagaggtgct tctggtcctc agtgtaaaca gcagtgtctt 360 
cctgcatctc caggccctgg gaatcccact gcacttggcc tacaattcca gcctggtcac 420 
cttccaagag cccccggggg tcaacaccac agagctgcca tccttcccca agacccagat 480 
ccttgagtgg gcagctgaga ggggccccat cacctctgct gctgagctga atgaccccca 540 
gagcatcctc ctccgactgg gccaagccca ggggtcactg tccttctgca tgctggaagc 600 
cagccaggac atgggccgca cgctcgagtg gcggccgcgt actccagcct tggtccgggg 660 
ctgccacttg gaaggcgtgg ccggccacaa ggaggcgcac atcctgaggg tcctgccggg 720 
ccactcggcc gggccccgga cggtgacggt gaaggtggaa ctgagctgcg cacccgggga 7 80 
tctcgatgcc gtcctcatcc tgcagggtcc cccctacgtg tcctggctca tcgacgccaa 840 
ccacaacatg cagatctgga ccactggaga atactccttc aagatctttc cagagaaaaa 900 
cattcgtggc ttcaagctcc cagacacacc tcaaggcctc ctgggggagg cccggatgct 960 
caatgccagc attgtggcat ccttcgtgga gctaccgctg gccagcattg tctcacttca 1020 
tgcctccagc tgcggtggta ggctgcagac ctcacccgca ccgatccaga ccactcctcc 1080 
caaggacact tgtagcccgg agctgctcat gtccttgatc cagacaaagt gtgccgacga 1140 
cgccatgacc ctggtactaa agaaagagct tgttgcgcat ttgaagtgca ccatcacggg 12 00 
cctgaccttc tgggacccca gctgtgaggc agaggacagg ggtgacgagt ttgtcttgcg 1260 
cagtgcttac tccagctgtg gcatgcaggt gtcagcaagt atgatcagca atgaggcggt 1320 
ggtcaatatc ctgtcgagct catcaccaca gcggaaaaag gtgcactgcc taaacatgga 13 80 
cagcctctct ttccagctgg gcctctacct cagcccacac ttcctccagg cctccaacac 1440 
catcgagccg gggcagcaga gctttgtgca ggaagtccat aggactgtct tcatgcgctt 1500 
gaacatcatc agccctgacc tgtctggttg cacaagcaaa ggcctcgtcc tgcccgccgt 1560 
gctgggcatc acctttggtg ccttcctcat cggggccctg ctcactgctg cactctggta 1620 
catctactcg cacacgcgtg agtaccccag gcccccacag tgagcatgcc gggcccctcc 1680 
atccacccgg gggagcccag tgaagccta 1709 

<210> 65 

<211> 1760 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7523 879CB1 

<400> 65 

taaggctggg ccggactcgg ggctcccgag ggacgccatg cggggaggca ggggcgcccc 60 

tttctggctg tggccgctgc ccaagctggc gctgctgcct ctgttgtggg tgcttttcca 120 

gcggacgcgt ccccagggca gcgccgggcc actgcagtgc tacggagttg gacccttggg 180 

cgacttgaac tgctcgtggg agcctcttgg ggacctggga gccccctccg agttacacct 240 



gctgtgagag cttcatatca 
agtggcatat aggggtgtgc 
ctgagaatgg attctggact 
agcccagaac caacctgaaa 

atgagactgg agatatctca 
tggacgtctc cttctctgag 
cggccctgac tatttgtcca 
tgctgatca 



gggagacatt actgggaggt 960 
agtaagaatg tgcagagaaa 1020 
atggggctga ctgatgggaa 1080 
cttcctaagc cccctaagaa 1140 
ttctacaatg ctgtggatgg 1200 
gctctatatc ctgttttcag 12 60 
gcgtgaaaag aagaagagag 1320 

1349 
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ccagagccaa aagtaccgtt ccaacaaaac 
ctgggtggcc attcctcggg aacagctcac 
taaggcaggc cagcctctct ggccccccgt 
aaacgccccc cggctgggcc ctgacgtgga 
tgtccattgg gccccaccta catggccatc 
ccgaagatgt caggaggcgg cctggaccct 
caaagtctgg ttctgggttg gaggtcgtga 
ctccctaatt cccagtgggg cggagtgggc 
ggagcctctc accaacctct ctttggtctg 
ggcagtcagc agcatcgctg ggagcacgga 
ggaaccactg gagcatgtag tggactgggc 
ctgggtccgg cttccccctg ggaacctcag 
ggtcccctat cgaatcactg tgaccgcagt 
cgtctggggg ttcagggagg aattagcacc 
agatgcccct ccagggaccc ccgccatagc 
aggccacctc acccactaca ccttgtgtgc 
gaatgtgagt ggcaacacac agagtgtcac 
gctgtgggtg acagcatcta ccatcgctgg 
tcatctacca gataacaccc tgaggtggaa 
cttgttcctg ttggggtgtg gcctgagcct 
gcacaaagtg ctgccccgct gggtctggga 
aggccagccc cacatggagc aagtacctga 
ggaagtggag gagatggagc ccccgccggt 
cgccccgctt gactctgggt atgagaagca 
tctggggccc cccaggccac aggttctggc 
gccaggctag agggatgcta 

<210> 66 
<211> 1636 
<212> DNA 
<213> Homo sapiens 
/ 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7523880CB1 



ccagactgtg gcagtggcag ccggacggag 300 
catgtctgac aaactccttg tctggggcac 360 
cttcgtgaac ctagaaaccc aaatgaagcc 420 
cttttccgag gatgaccccc tggaggccac 480 
tcataaagtt ctgatctgcc agttccacta 540 
ggccccaggg ccctgtgtgc aggtgagcta 600 
gctgagtcca gaaggaatta cctgctgctg 660 
cagggtgtcc gctgtcaacg ccacaagctg 720 
cttggattca gcctctgccc cccgtagcgt 780 
gctactggtg tcctggcaac cggggcctgg 840 
tcgagatggg gaccccctgg agaaactcaa 900 
tgctctgtta ccagggaatt tcactgtcgg 960 
ctctgcttca ggcttggcct ctgcatcctc 1020 
cctagtgggg ccaacgcttt ggcgactcca 1080 
gtggggagag gtcccaaggc accagcttcg 1140 
acagagtgga accagcccct ccgtctgcat 1200 
cctgcctgac cttccttgga gtccctgtga 1260 
acagggccct cctggtccca tcctccggct 1320 
agttctgccg ggcatcctat tcttgtgggg 1380 
ggccacctct ggaaggtgct accacctaag 1440 
gaaagttcct gatcctgcca acagcagttc 1500 
ggcccagccc cttggggact tgcccatcct 1560 
tatggagtcc tcccagcccg cccaggccac 1620 
cttcctgccc acacctgagg agctgggcct 1680 
ctgaaccaca cgtctggctg ggggctgcca 1740 

1760 



<400> 66 

tagagttaaa ccttgagtgc ctgcgtccgt 
tcctgggatt tctgctcctg gctgcaagat 
atgtgctggg caatgaaaga ccttctgctt 
ggtcttctga tgaaaatgac tggaatgaaa 
tgaggtggaa aaactcctgg aaggaggctg 
ggacagcatg gtcagaggac agtgacgggg 
tcttccctga tgggaaacct tttcctcacc 
acgtcttcca cacacttggt cagtatttcc 
ctgcgaacac agccaatgtg acacttgggc 
gacatggacg ggcatatgtt cccatcgcac 
agattcctgt gtttgtgact atgttccaga 
tcctcaaaga tctccccatt atgtttgatg 
attattctac cattaactac aagtggggct 
ccaatcatac tgtgaatcac acgtatgtgc 
tgaaagctgc agcaccagga ccttgtccgc 
ccaccccttc tttaggacct gctggtgaca 
aaaactgcca gattaacaga tatggccact 
tcttagaggt taacatcatc cagatgacag 
gctccctaat agactttgtc gtgacctgcc 
tcatttctga ccccacctgc gagatcaccc 
atgagatgtg tctgctggct gtgagacgaa 
acctcaccct gggggatgac acaagcctgg 
acagagaccc agcctcgcct ttaaggatgg 
tggccatatt tgtcactgtg atctccctct 
caatagaaaa tagtcctggg aatgtggtca 
gtgcaaaagc cgtgttcttc ccgggaaacc 



gagaattcag catggaatgt ctctactatt 60 
tgccacttga tgccgccaaa cgatttcatg 120 
acatgaggga gcacaatcaa ttaaatggct 180 
aactctaccc agtgtggaag cggggagaca 240 
gtttatctgc tgatccatat gtttacaact 300 
aaaatggcac cggccaaagc catcataacg 3 60 
accccggatg gagaagatgg aatttcatct 420 
agaaattggg acgatgttca gtgagagttt 480 
ctcaactcat ggaagtgact gtctacagaa 540 
aagtgaaaga tgtgtacgtg gtaacagatc 600 
agaacgatcg aaattcatcc gacgaaacct 660 
tcctgattca tgatcctagc cacttcctca 720 
tcggggataa tactggcctg tttgtttcca 7 80 
tcaatggaac cttcagcctt aacctcactg 840 
caccgccacc accacccaga ccttcaaaac 900 
accccctgga gctgagtagg attcctgatg 960 
ttcaagccac catcacaatt gtagagggaa 1020 
acgtcctgat gccggtgcca tggcctgaaa 1080 
aagggagcat tcccacggag gtctgtacca 1140 
agaacacagt ctgcagccct gtggatgtgg 1200 
ccttcaatgg gtctgggacg tactgtgtga 1260 
ctctcacgag caccctgatt tctgttcctg 1320 
caaacagtgc cctgatctcc gttggctgct 1380 
tggtgtacaa aaaacacaag gaatacaacc 1440 
gaagcaaagg cctgagtgtc tttctcaacc 1500 
aggaaaagga tccgctactc aaaaaccaag 1560 
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aatttaaagg agtttcttaa atttcgacct tgtttctgaa gctcactttt cagtgccatt 1620 
gatgtgagat gtgcta 1636 

<210> 67 

<211> 2850 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 7523812CB1 



<400> 67 

taaggggctg cccagttagg gaacagagtg 
ctcctggtgt cttcagttct ggctctggaa 
tctgagattg gctggcttac ctacccacca 
gaccagcgac gcctgactcg gacctttgag 
accgggcagg acaattggtt gcagacacac 
cacattcgac tccacttctc tgtgcgggca 
tgccgggaga ccttcaccct ttactaccgt 
gtttcctcct ggcacctcaa acgctggacc 
cctccctggt ggcagctgtg ggcacctgtg 
tagggggcca ggcaggaggc agccccccca 
tggtagctgt cgggggctgc cgctgccagc 
cctgccaagc ctgcccacgg gggctctata 
catgccctgc ccgcagtcac gctcccaacc 
gcttctaccg ggccagttcc gacccaccag 
cccaggagct ttggtttgag gtgcaaggct 
gggagctggg gggtcgaggg gacctgctct 
gccaggaacc tgccagcggt ggtgggggca 
tcgaccctcg ccagagaggc ctgactgaga 
acgtacccta catcttagag gtgcaggctg 
ctcctcaggc tgcagccatc aatgtcagca 
tggtgcacca ggtgagccgg gcatccaaca 
agaccaatgg gaacatcctg gactatcagc 
cccactcctt caccctgacc agcgagacca 
gccacatcta tggtttccag gtgcgggccc 
gcaaagtcta tttccagaca cttcctcaag 
tctccttggt gatcggctcc atcctggggg 
ccgtgctggc ggtcgtcttc cagcggaagc 
agcaatacag cagcccagga ctcggggtga 
acccctgtca ggccatccga gaacttgccc 
aggaggtcat tgggacaggc tcttttggag 
gacggaggga gcagactgtg gccatccagg 
agatgacctt cctgggccgg gccgcagtgc 
ggctggaggg cgtggtcacc aagagccgac 
ttggccccct ggacagcttc ctcaggcagc 
tggccatgca gcggggagtg gctgctgcca 
atcgctcgct gtctgcccac agcgtgctgg 
gtcttggcca cagtcctcag ggcccaagtt 
ttgcacatgg aaagcataca acatccagtg 
aagtgatgag ttatggagga cggccttact 
caatagagca ggagtttcgg ctgcccccgc 
ttatgttgga cacttggcag aaggaccgtg 
ctgcatttga caagatgatc cgcaagccag 
aaaggccttc ccaggccctt ctgacccctg 
cccaggcctg gctttcagcc attggactgg 
gcctctgtac cttcagtgat gtggctcagc 
tcaccctggc tggccaccag aagaagctgc 
tgaggcagca gggctcagtg gaggtctgag 
actggtccga gaagggacat gtgggacgta 



gcgggcatgg tgtgtagcct atgggtgctg 60 
ggggtattgc tggacaccac cggagagaca 120 
ggggggtggg acgaggtgag tgttctggac 180 
gcatgtcafcg tggcaggggc ccctccaggc 240 
tttgtggagc ggcgcggggc ccagagggcg 300 
tgctccagcc tgggtgtgag cggcggcacc 360 
caggctgagg agcccgacag ccctgacagc 420 
aagagacgca ggccagtggg gctggggggg 480 
tggctcatgc agagccagag gaggatggag 540 
ggctgcactg caacggggag ggcaagtgga 600 
ctggatacca accagcacga ggagacaagg 660 
agtcttctgc tgggaatgct ccctgctcac 720 
cagcagcccc cgtttgcccc tgcctggagg 780 
aggccccctg cactggtcct ccatcggctc 840 
cagcactcat gctacactgg cgcctgcctc 900 
tcaatgtcgt gtgcaaggag tgtgaaggcc 960 
cttgtcaccg ctgcagggat gaggtccact 1020 
gccgagtgtt agtgggggga ctccgggcac 1080 
ttaatggggt gtctgagctc agccctgacc 1140 
ccagccatga agtgccctct gctgtccctg 1200 
gcatcacggt gtcctggccg cagcccgacc 1260 
tccgctacta tgaccaggca gaagacgaat 1320 
acactgccac cgtgacacag ctgagccctg 1380 
ggactgctgc cggccacggc ccctacgggg 1440 
gggagctgtc ttcccagctt ccagaaagac 1500 
ctttggcctt cctcctgctg gcagccatca 1560 
ggcgtgggac tggctacaca gagcagctgc 1620 
agtattacat cgacccctcc acctacgagg 1680 
gggaagtcga tcctgcttat atcaagattg 1740 
aagtgcgcca gggccgcctg cagccacggg 1800 
ccctgtgggc cgggggcgcc gaaagcctgc 1860 
tgggtcagtt ccagcacccc aacatcctgc 1920 
ccctcatggt gctgacggag ttcatggagc 1980 
gggagggcca gttcagcagc ctgcagctgg 2040 
tgcagtacct gtccagcttt gccttcgtcc 2100 
tgaatagcca cttggtgtgc aaggtggccc 2160 
gtttgcttcg ctgggcagcc ccagaggtca 2220 
atgtctggag ctttgggata ctcatgtggg 2280 
gggacatgag tgagcaggag gtactaaatg 2340 
ctccaggctg tcctcctgga ttacatchac 2400 
cccggcggcc tcattttgac cagctggtgg 2460 
ataccctgca ggctggcggg gacccagggg 2520 
tggccctgga ctttccttgt ctggactcac 2580 
agtgctacca ggacaacttc tccaagtttg 2640 
tcagcctaga agacctgcct gccctgggca 2700 
tgcaccacat ccagctcctt cagcaacacc 2760 
aatgacgata cccgtgactc agccctggac 2820 

2850 
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<211> 1136 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7524026CB1 

<400> 68 

tatgcactac tgtgtgctga gcgcttttct gatcctgcat ctggtcacgg tcgcgctcag 60 
cctgtctacc tgcagcacac tcgatatgga ccagttcatg cgcaagagga tcgaggcgat 120 
ccgcgggcag atcctgagca agctgaagct caccagtccc ccagaagact atcctgagcc 180 
cgaggaagtc cccccggagg tgatttccat ctacaacagc accagggact tgctccagga 240 
gaaggcgagc cggagggcgg ccgcctgcga gcgcgagagg agcgacgaag agtactacgc 3 00 
caaggaggtt tacaaaatag acatgccgcc cttcttcccc tccgaaaatg ccatcccgcc 3 60 
cactttctac agaccctact tcagaattgt tcgatttgac gtctcagcaa tggagaagaa 420 
tgcttccaat ttggtgaaag cagagttcag agtctttcgt ttgcagaacc caaaagccag 480 
agtgcctgaa caacggattg agctatatca gattctcaag tccaaagatt taacatctcc 540 
aacccagcgc tacatcgaca gcaaagttgt gaaaacaaga gcagaaggcg aatggctctc 600 
cttcgatgta actgatgctg ttcatgaatg gcttcaccat aaagacagga acctgggatt 660 
taaaataagc ttacactgtc cctgctgcac ttttgtacca tctaataatt acatcatccc 720 
aaataaaagt gaagaactag aagcaagatt tgcagacttg agtcacaaca gaccaaccgg 780 
cggaagaagc gtgctttgga tgcggcctat tgctttagaa atgtgcagga taattgctgc 840 
ctacgtccac tttacattga tttcaagagg gatctagggt ggaaatggat acacgaaccc 900 
aaagggtaca atgccaactt ctgtgctgga gcatgcccgt atttatggag ttcagacact 960 
cagcacagca gggtcctgag cttatataat accataaatc cagaagcatc tgcttctcct 1020 
tgctgcgtgt cccaagattt agaacctcta accattctct actacattgg caaacaccca 1080 
agattgaaca gctttctaat atgattgtaa agtcttgcaa tgcagctaaa attcta 1136 

<210> 69 

<211> 1508 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eatiire 

<223> Incyte ID No: 7524357CB1 

<400> 69 

tagacacagc cagacaatgt ggaccaattt cttcaaacta cggcttttct gctgtctgct 60 
tgcagtgttg atggtggtgg tgccggtcat caatgttact caggtagagt acttggacca 120 
tgagactgtt tcagccactt tcatcgacag cagtggacag tttgtttcct cccaggtgac 180 
aggaattagc cgaaatccct actgtggcta tgatcagcag accctgtcca gccaggagcg 240 
catggaggag gactccttgc tggctgcctt gcaccggcag gttcctgatg tgggcccagt 300 
cccctttgtg aagagcactg acccttcttc cagctacttt gtcatcttga actctgctgc 360 
cttctttaag gtgggaagcc agcttgaggt gctggttcat gtgcaggatt ttcaaagaaa 420 
gcccaagaag tatggtggag actacctgca ggccagaatt cactccctca agctgcaggc 480 
tggggctgtg ggcagggtgg tggattacca gaatgggttt tacaaggttt tctttacttt 540 
gctatggcca ggcaaagtta aagtatccgt atctctggtc caccccagtg aagggatcag 600 
agttcttcag cgcttacagg aagataaacc agacagggtc tatttcaaga gtctcttccg 660 
ttcaggaaga atttctgaaa ctactgagtg caacgtgtgt cttcctggga atctgcccct 720 
gtgtaacttt acagacctct acactgggga gccctggttc tgcttcaaac caaagaagct 780 
cccttgcagc agcagaatta cccatttcaa aggtggatac ctgaaaggtc tcctaaccgc 840 
tgcagagagt gctttcttcc agagtggtgt caatatcaaa atgccagtca actccagtgg 900 
acctgattgg gtaactgtga ttcccaggag aataaaagat ttagtggagt ttaacttggg 960 
tagtcccaag aatgtgggtc ccttccttgc agtggaccag aagcacaaca tcctgctcaa 1020 
ataccgctgc catggtccac ccatccgctt cacgactgtc tttagcaatg agctccatta 1080 
tgtggcgaat gagctgaatg gcattgtggg agggaagaac acagtggttg ccatagctgt 1140 
atggtctcac ttcagcacct tccctttgga agtgtacatc cggcggctca ggaacatccg 1200 
tcgagcagtg gttcggctcc tcgatcgaag cccaaagacc gtggtggtca tccggacggc 1260 
caacgcccaa gagctgggac ctgaggtgag ccttttcaac agcgactggt acaactttca 1320 
gctggacacc atccttcgga ggatgttctc aggggttgga gtatatctcg tcgatgcctg 1380 
ggagatgacc ctggcccatt atctaccgca caagctgcat ccagatgaag ttattgtgaa 1440 
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gaaccagctg gacatgttct tgtcctttgt gtgccccttg gaaacctagc ctgtcttgga 1500 
agggacta 1508 

<210> 70 

<211> 1258 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7524808CB1 

<400> 70 

tatggaacca gctgctgctc tgcacttctc cctgccagcc tccctcctcc tcctcctgct 60 
cctcctcctt ctcagcctgt gtgcactggt ctcaggcctt gggtctaagc ccctcattga 12 0 
aatcaaggcc caagaggatg ggagcatctg gctggagtgc atatctggag ggtggtaccc 180 
agagcccctc acagtgtgga gggaccccta cggtgaggtt gtgcccgccc tgaaggaggt 240 
ttccatcgct gatgctgacg gcctcttcat ggtcaccaca gctgtgatca tcagagacaa 300 
gtatgtgagg aatgtgtcct gctctgtcaa caacaccctg ctcggccagg agaaggaaac 3 60 
tgtcattttt attccagaat cctttatgcc cagcgcatct ccctggatgg tggccctagc 420 
tgtcatcctg accgcatctc cctggatggt gtccatgact gtcatcctgg ctgttttcat 480 
catcttcatg gctgtcagca tctgttgcat caagaaactt caaagggaaa aaaagattct 540 
gtcaggggaa aagaaagttg aacaagagga aaaagaaatt gcacagcaac ttcaagaaga 600 
attgcgatgg agaagaacat tcttacatgc tgctgatgtg gtcctggatc cagacaccgc 660 
tcatcccgag ctcttcctgt cagaggaccg gagaagtgtg aggcggggcc cctacaggca 720 
gagagtgcct gacaacccag agagattcga cagtcagcct tgtgtcctgg gatgggagag 780 
cttcgcctca gggaaacatt actgggaggt ggaggtggaa aacgtgatgg tgtggactgt 840 
gggggtctgc agacacagtg ttgagaggaa tggggaggtc ctgctgattc ctcagaatgg 900 
cttctggacc ctggagatgt ttggaaacca ataccgggcc ctgtcctccc ctgagaggat 960 
tctccctttg aaggagtccc tttgccgggt gggcgtcttc ctggactatg tagctggaga 1020 
tgtctccttc tacaacatga gggacagatc acacatctac acatgtcccc gttcagcctt 1080 
tactgtgcct gtgaggccct tcttcaggtt agggtctgat gacagcccca tcttcatctg 1140 
ccctgcactc acaggagcca gtggggtcat ggtgcctgaa gagggcctga aacttcacag 1200 
agtggggacc caccagagcc tatagaatca attccttgga ctcacagcca tgcagata 1258 

<210> 71 

<211> 1396 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7522161CB1 

<400> 71 

ccaggtcctg cttgtgctca gctccagctc actggctggc caccgagact tctggacagg 60 
aaactgcacc atcctcttct cccagcaagg gggctccaga gactgcccac ccaggaagtc 120 
tggtggcctg gggatttgga cagtgccttg gtaatgacca gggctccagg aagagatgtc 180 
cttgtggctg ggggcccctg tgcctgacat tcctcctgac tctgcggtgg agctgtggaa 240 
gccaggcgca caggatgcaa gcagccaggc ccagggaggc agcagctgca tcctcagaga 3 00 
ggaagccagg atgccccact ctgctggggg tactgcaggg gtggggctgg aggctgcaga 360 
gcccacagcc ctgctcacca gggcagagcc cccttcagaa cccacagaga tccgtccaca 420 
aaagcggaaa aaggggccag cccccaaaat gctggggaac gagctatgca gcgtgtgtgg 480 
ggacaaggcc tcgggcttcc actacaatgt tctgagctgc gagggctgca agggattctt 540 
ccgccgcagc gtcatcaagg gagcgcacta catctgccac agtggcggcc actgccccat 600 
ggacacctac atgcgtcgca agtgccagga gtgtcggctt cgcaaatgcc gtcaggctgg 660 
catgcgggag gagtgtgtcc tgtcagaaga acagatccgc ctgaagaaac tgaagcggca 720 
agaggaggaa caggctcatg tcacatcctt gccccccagg gcttcctcac ccccccaaat 780 
cctgccccag ctcagcccgg aacaactggg catgatcgag aagctcgtcg ctgcccagca 840 
acagtgtaac cggcgctcct tttctgaccg gcttcgagtc acgggctgca agtggaattc 900 
atcaacccca tcttcgagtt ctccagggcc atgaatgagc tgcaactcaa tgatgccgag 960 
tttgccttgc tcattgctat cagcatcttc tctgcagacc ggcccaacgt gcaggaccag 1020 
ctccaggtag agaggctgca gcacacatat gtggaagccc tgcatgccta cgtctccatc 1080 
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caccatcccc atgaccgact gatgttccca cggatgctaa tgaaactggt gagcctccgg 1140 
accctgagca gcgtccactc agagcaagtg tttgcactgc gtctgcagga caaaaagctc 1200 
ccaccgctgc tctctgagat ctgggatgtg cacgaatgac tgttctgtcc ccatattttc 1260 
tgttttcttg gccggatggc tgaggcctgg tggctgcctc ctagaagtgg aacagactga 1320 
gaagggcaaa cattcctggg agctgggcaa ggagatcctc ccgtggcatt aaaagagagt 13 80 
caaagggtaa aaaaaa 1396 

<210> 72 

<211> 4466 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7523999CB1 



<400> 72 

tatgtcaaaa tgagtctgct gatgtttaca 
cgggttgatg gatcgcgtct tcgccaggag 
tccgatgtca tcgtctctaa gggcgagccc 
ccaacgccca ccattgagtg gtacaaagat 
ccccggtccc acaggatgct tctgcccagc 
gggcgcagga gtaaacctga tgaaggaagc 
gaagcagtga gtcgaaatgc gtctctggaa 
aaccccacag atgttgtagt ggcagctgga 
cggggacacc cagaacccac catctactgg 
gaagaaagaa taagtatccg tggtggaaaa 
gcagggatgt atacttgtgt tggtaccaat 
gagctgactg tctttgaacg acccacattt 
gaggaagaag ctgtagaatt tcgttgtcaa 
tggaaaaagg atgatgcaga cttgccaaga 
ctaagaatta aaaagaccat gagtacagat 
cgggttggaa aaatggaagc ctctgctaca 
ccacagtttg tggttcggcc aagagatcag 
ccctgtgaaa ctaaaggaaa cccacagcca 
aacctacttt tcccaaacca accccagcag 
ggagacctca caatcaccaa cattcaacgt 
ttaactgtgg caggaagcat tttagcaaaa 
gatagacctc cacctataat tctacaaggc 
acagcgttac tgaaatgcaa agccactggt 
gagggattta cttttccggg tagagatcca 
cagattaaga atttacggat ttctgatact 
agtggagaga cttcctggag tgcagtgctg 
aaaaactatg atttaagtga cctgccaggg 
actaagaaca gtgtcacctt gtcctggcag 
gcatatatca ttgaggcttt cagccaatca 
catgtaaaga ccaccctcta tactgtaaga 
atggtcagag cgatcaaccc ccaaggtctc 
cgcacacaag atatcagccc accagcacaa 
ctaggagatg tccttgtccg tcttcataat 
gtcacatgga cggttgatcg ccaacctcag 
cagacttcag gtctgcaggc gacatcttcg 
gaacgaagtg ctgtcttagt caacctgaaa 
ccatatttta atgagttcca aggaatggat 
gaagccccaa gtgccccacc acagtctgtc 
acaagtatta gtgtttcctg ggatcctcct 
gaatacaaga tctggtgtct aggaaatgaa 
gcagccattc ggtccgtaat aattggtgga 
gttgcagcta gtaccagtgc aggggttgga 
gggagacgca atgaagttgt cattactgaa 
gatgtggtga agcaaccagc ctttatagct 
atgggtttta gcatatggtt gtattggcga 
gctgttacgt ttcaaagagg agatggagga 



caactactgc tctgtggatt tttatatgtt 60 
gactttcccc cgcggattgt ggagcatcct 120 
acgactctga actgcaaggc ggagggccgg 180 
ggggagcgag tggagactga caaggacgat 240 
ggatccttat tcttcttgcg catcgtgcac 300 
tacgtttgtg ttgcgaggaa ctatcttggt 360 
gtggcattgt tacgagatga cttccgacaa 420 
gagcctgcaa tcctggagtg ccagcctccc 480 
aaaaaagaca aagttcgaat tgatgacaag 540 
ctgatgatct ccaataccag gaaaagtgat 600 
atggtgggag aaagggacag tgacccagca 660 
ctcaggaggc caattaacca ggtggtactg 720 
gtccaaggag atcctcaacc aactgtgagg 780 
ggaaggtatg acatcaaaga cgattacaca 840 
gaaggcacct atatgtgtat tgctgagaat 900 
ctcaccatcc gagctcgccc tgttgctccc 960 
attgttgctc aaggtcgaac agtgacattt 1020 
gctgtttttt ggcagaaaga aggcagccag 1080 
cccaacagta gatgctcagt gtcaccaact 1140 
tccgacgcgg gttactacat ctgccaggct 1200 
gctcaactgg aggttactga tgttttgaca 1260 
ccagccaacc aaacgctggc agtggatggt 1320 
gatcctcttc ctgtaattag ctggttaaag 1380 
agagcaacaa ttcaagagca aggcacactg 1440 
ggcacttata cttgtgtggc tacaagttca 1500 
gatgtgacag agtctggagc aacaatcagt 1560 
ccaccatcca aaccgcaggt cactgatgtt 1620 
ccaggtaccc ctggaaccct tccagcaagt 1680 
gtgagcaaca gctggcagac cgtggcaaac 1740 
ggactgcggc ccaatacaat ctacttattc 1800 
agtgacccaa gtcccatgtc agatcctgtg 1860 
ggagtggacc acaggcaagt gcagaaagag 1920 
ccagttgtgc tgactcccac cacggttcag 1980 
tttatccaag gctaccgagt gatgtatcgt 2040 
tggcagaatt tagatgccaa agtcccgact 2100 
aagggggtga cttatgaaat taaagtacgg 2160 
agtgaatcta aaacggttcg tactactgaa 2220 
actgtactga cagtcggaag ctacaatagc 2280 
cctccagatc accagaatgg aattatccaa 2340 
acgcgattcc atatcaacaa aactgtggat 2400 
ttattcccag gtattcaata ccgggtagag 2460 
gtaaagagtg agccacagcc aataataatc 2520 
aacaataaca gcataactga gcaaatcact 2580 
ggtattggtg gtgcctgctg ggtaattctg 2640 
agaaagaaga ggaagggact cagtaattat 2700 
ctaatgagca atggaagccg tccaggtctt 2760 
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ctcacitgctg gtgatcccag ctatccatgg cttgctgatt cttggccagc cacgagcttg 2820 
ccagtaaata atagcaacag tggcccaaat gagattggaa attttggccg tggagatgtg 2880 
ctgccaccag ttccaggcca aggggataaa acagcaacga tgctctcaga tggagccatt 2940 
tatagtagca ttgacttcac taccaaaacc agttacaaca gttccagcca aataacacag 3000 
gctaccccat atgccacgac acagatcttg cattccaaca gcatacatga attggctgtc 3060 
ggitctgcctg atccacaatg gaaaagctca attcagcaaa aaacagatct gatgggattt 3120 
ggttattctc tacctgatca gaacaaaggt aacaatggtg ggaaaggtgg aaaaaagaag 3180 
aaaaataaaa actcttctaa accacagaaa aacaatggat ccacttgggc caatgtccct 3240 
ctacctcccc ccccagtcca gccccttcct ggcacggagc tggaacacta tgcagtggaa 3300 
caacaagaaa atggctatga cagtgatagc tggtgcccac cattgccagt acaaacttac 33 60 
ttacaccaag gtctggaaga tgaactggaa gaagatgatg atagggtccc aacacctcct 3420 
gttcgaggcg tggcttcttc tcctgctatc tcctttggac agcagtccac tgcaactctt 3480 
actccatccc cacgggaaga gatgcaaccc atgctgcagg ctcacctgga tgagttgaca 3540 
agagcctatc agtttgatat agcaaaacaa acatggcaca ttcaaagcaa taatcaacct 3 600 
ccacagcctc cagttccacc gttaggttat gtgtctggag ccttgatttc tgatttggaa 3660 
acggatgttg cagatgatga tgctgacgac gaagaggaag ctttagaaat ccccaggccc 3720 
ctgagagcac tggaccagac tcctggatcc agcatggaca atctagacag ctctgtgaca 37 80 
ggaaaagcct ttacctcctc tcaaagacct cgacctacca gcccattttc tactgacagt 3 840 
aacaccagtg cagccctgag tcaaagtcag aggcctcggc ccactaaaaa acacaaggga 3900 
gggcggatgg accaacaacc agcattgcct catcgaaggg aaggaatgac agatgatctt 3960 
ccaccaccac cagatccccc gccaggtcag ggtttaaggc agcaaatagg cccgagccag 4020 
caggctggta acgtggaaaa ctcagcagag agaaaaggaa gctctctaga gagacaacat 4080 
gcatccagct tagaagacac aaagagctca ttggattgtc cagctagaac ctccctagag 4140 
tggcagcgac aaacccagga atggataagc tccacagaac gacaagaaga tatacggaaa 4200 
gccccacaca aacaaggtgt cggatcagag gaggccttgg tgccctatag caagcccagt 4260 
ttcccatctc caggtggcca cagctcatca ggaacagctt cttctaaggg atccactgga 4320 
cctaggaaaa ccgaggtgtt gagagcaggc caccagcgca atgccagcga ccttcttgac 4380 
ataggatata tgggctccaa cagtcaagga cagtttacag gtgaattata gtaaatgaga 4440 
ggagacatac aaagctgctc tgaaga 4466 

<210> 73 
<211> 2550 
<212> DNA 

<213> Homo sapiens ^ 
<220> 

<221> inisc_f eature , 
<223> Incyte ID No: 7524024CB1 



<400> 73 

agagaaacta accacagcca agttaccccg 
aacccttcca gctcgatctg ctcttcgtct 
tccagaagag aggatgctgt ctggtgctgg 
tgaatgaagg ccaagtctat tccttcagcc 
gacagccagt gacgctactt tgcgccatcc 
aggacggctt ggctctgggt gtgggcaggg 
tagggaacca cctgtcaggg gagcaccacc 
atgcggtgta cgagtgccag gccatccagg 
cagtcctggt gccgcctgat gaccccgtca 
cgggggaccc tctcaacctc acctgccacg 
tctggttgcg aaagggagag gtcatcaatg 
acggcaagcg ggagagcatc gtcagcaccc 
gccagagcat cgtgtgtcgt gccaccaaca 
tcaccattga catccagcac cctccactgg 
tggaggacaa cgtggtcact ttccactgct 
acaggtgggc caagcggggc cagatcatca 
cagtggacta cacgtacttc tcagagcccg 
gcaccaacct cagccgcgcg gttgacgtct 
aatccttgct cgtggatctg ggctctgatg 
catccctgac catcgtctgg atgaagcggg 
ccctgaccct caaatccgtg cgccaggagg 
tgccccgtgt gggagccggg gagagagagg 
tctccagcac ccagacccag cacgccctcc 



ccggctttcc ttcgctgcgc taaggaatga 60 
gcttcttcct cttcagtcaa gagctgggcc 120 
gctacatggc caaggacaag tttcggagaa 180 
agcagccGca ggaccaggtg gtggtgtcgg 240 
ccgaatacga tggcttcgtt ctgtggatca 3 00 
acctctcaag ttacccacag tacctggtgg 360 
tgaagatcct gagggcagag ctacaagacg 420 
ccgccatccg ctcccgcccc gcacgcctca 480 
tcctgggggg ccctgtgatc agcctgcgtg 540 
cagacaatgc caagcctgca gcctccatca 600 
gggccaccta ctccaagacc ctgcttcggg 660 
tcttcgtctc ccctggtgac gtggagaatg 720 
aagccatccc cggaggaaag gagacgtcgg 780 
tcaacctctc ggtggagcca cagccagtgc 840 
ctgcaaaggc caacccagct gtcacccagt 900 
aggaggcatc tggagaggtg tacaggacca 960 
tctcctgtga ggtgaccaac gccctgggca 1020 
actttgggcc ccggatgacc acagaacccc 1080 
ccatcttcag ctgcgcctgg accggcaacc 1140 
gctccggagt ggtcctgagc aatgagaaga 1200 
acgcgggcaa gtacgtgtgc cgggctgtgg 1260 
tgaccctgac cgtcaatgga ccccccatca 1320 
acggcgagaa gggccagatc aagtgcttca 1380 
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tccggagcac gccgccgccg gaccgcatcg cctggtcctg gaaggagaac gttctggagt 1440 
cgggcacatc ggggcgctat acggtggaga ccatcagcac cgaggagggc gtcatctcca 1500 
ccctgaccat cagcaacatc gtgcgggccg acttccagac catctacaac tgcacggcct 1560 
ggaacagctt cggctccgac actgagatca tccggctcaa ggagcaaggt tcggaaatga 1620 
agtcgggagc cgggctggaa gcagagtctg tgccgatggc cgtcatcatt ggggtggccg 1680 
taggagctgg tgtggccttc ctcgtcctta tggcaaccat cgtggcgttc tgctgtgccc 1740 
gttcccagag aaatctcaaa ggtgttgtgt cagccaaaaa tgatatccga gtggaaattg 1800 
tccacaagga accagcctct ggtcgggagg gtgaggagca ctccaccatc aagcagctga 1860 
tgatggaccg gggtgaattc cagcaagact cagtcctgaa acagctggag gtcctcaaag 1920 
aagaggagaa agagtttcag aacctgaagg accccaccaa tggctactac agcgtcaaca 1980 
ccttcaaaga gcaccactca accccgacca tctccctctc cagctgccag cccgacctgc 2040 
gtcctgcggg taagcagcgt gtgcccacag gcatgtcctt caccaacatc tacagcaccc 2100 
tgagcggcca gggccgcctc tacgactacg ggcagcggtt tgtgctgggc atgggcagct 2160 
cgtccatcga gctttgtgag cgggagttcc agagaggctc cctcagcgac agcagctcct 2220 
tcctggacac gcagtgtgac agcagcgtca gcagcagcgg caagcaggat ggctatgtgc 2280 
agttcgacaa ggccagcaag gcttctgctt cctcctccca ccactcccag tcctcgtccc 2340 
agaactctga ccccagtcga cccctgcagc ggcggatgca gactcacgtc taaggatcac 2400 
acaccgcggg tggggacggg ccagggaaga ggtcagggca cgttctggtt gtccagggac 2460 
gaggggtact ttgcagagga caccagaatt ggccacttcc aggacagcct cccagcgcct 2520 
ctgccactgc cttccttcga agcttctgat 2550 

<210> 74 

<211> 1352 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7522455CB1 

<400> 74 

cggtagatca tggcaaccat agaagaaatt gcacatcaaa ttattgaaca acagatggga 60 
gagattgtta cagagcagca aactgggcag aaaatccaga ttgtgacagc acttgatcat 120 
aatacccaag gcaagcagtt cattctgaca aatcacgacg gctctactcc aagcaaagtc 180 
attctggcca ggcaagattc cactccggga aaagttttcc ttacaactcc agatgcagca 240 
ggtgtcaacc agttattttt taccactcct gatctgtctg cacaacacct gcagctccta 3 00 
acagataatt ctccagacca aggaccaaat aaggtttttg atctttgcgt agtatgtgga 360 
gacaaagcat caggacgtca ttatggagca gtaacttgtg aaggctgcaa aggatttttt 420 
aaaagaagca tccgaaaaaa tttagtatat tcatgtcgag gatcaaagga ttgtattatt 480 
aataagcacc accgaaaccg ctgtcaatac tgcaggttac agagatgtat tgcgtttgga 540 
atgaagcaag actctgtcca atgtgaaaga aaacccattg aagtatcacg agaaaaatct 600 
tccaactgtg ccgcttcaac agaaaaaatc tatatccgaa aggaccttcg tagcccatta 660 
actgcaactc caacttttgt aacagatagt gaaagtacaa ggtcaacagg actgttagat 720 
tcaggaatgt tcatgaatat tcatccatct ggagtaaaaa ctgagtcagc tgtgctgatg 780 
acatcagata agaaatgcag accaacggtg atgtttcaag ggcatttgac actcttgcaa 840 
aagcattgaa tcctggagag agcacagcct gccagagctc agtagcgggc atggaaggaa 900 
gtgtacacct aatcactgga gattcaagca taaattacac cgaaaaagag gggccacttc 960 
tcagcgattc acatgtagct ttcaggctca ccatgccttc tcctatgcct gagtacctga 1020 
atgtgcacta cattggggag tctgcctcca gactgctgtt cttatcaatg cactgggcac 1080 
tttcgattcc ttctttccag gctctagggc aagaaaacag catatcactg gtgaaagctt 1140 
actggaatga actttttact cttggtcttg cccagtgctg gcaagtgatg aatgtagcaa 1200 
ctatattagc aacatttgtc aattgtcttc acaatagtct tcaacaagat gccaaggtaa 1260 
ttgcagccct cattcatttc acaagacgag caatcactga tttataaatg cttaactata 1320 
gaatggctta tgactaccca aaacagtgcc cc 1352 

<210> 75 

<211> 4242 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7524494CB1 
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<400> 75 

ggatacagct ggtcgagctc gcctcactat 
tttggcccag tccagacctc gagtcgggcc 
caggccggta gggatcctct agggtcccag 
cctcagtcct tcctgttgct gctgctgttg 
cagtgcccgc gcacccccta cgcggcctct 
agcttctccg ccggaggcct ggtacaggcc 
ggtgctgtgt ttgtagccat acgcaatcgc 
gtccagagcc tggccacggg ccctgctgga 
ggcccaggac cccacggccc tcccggtggc 
gcgctgcctg cgctggtcag ttgtggctcc 
ctagagcccc aagggacagc cgtgcatctg 
cataaccggc ccgatgactg ccccgactgt 
gtggttgagc aaggccaggc ctcctatttc 
gctgccagct tcagcccacg ctcagtgtct 
ttcgcaccgg gctttgtggc gttgtcagtg 
gaatacgtgc acagcttcca cacgggagcc 
agcgtgacag atgatcctag tgccctgcac 
ccagagttgg gtgactatcg ggagctggtc 
cgccgggggg ccccagaagg cggacagccc 
ccagtgggtg cccaacttgc cactgagctg 
ggggtctttg tgactggcaa ggatggtggt 
gccttcccca ttgacctgct ggacacacta 
tccccagtcc atccaggcct ccggcgaggc 
cccaacccgc ctggcctgga agccctcagc 
ctggtcagta gcagcttctc acgtgtggac 
gtcactgcat tgtatgtgac acgctttgac 
gatgggcgta tcctgcaggt ggagctggtc 
aacttctcac tgggtgacag tgggcagccc 
-cacctactct ttgcctctgg ggaccaggtt 
cgccacttcc tgacctgtgg gcgttgccta 
tgtgggaaca tgtgcggcca gcagaaggag 
ccacctaagc ttactgagtt ccacccccac 
accctgtgtg gctccaactt ctaccttcac 
caggtcactg tgggccaaag tccctgccgg 
ccagtgcccc ggaaagactt tgtagaggag 
caggcagtgg ggcctaccaa cgtcagcctc 
ttccgggtag acggcacctc cgtgctgaga 
gcagtgcaac ccctctttgg cccacgggca 
agtctgtctg taggcaccag ccgggctgtg 
cgggtcagtg aggggcagct tttatgtacc 
ccccttagcc tgcaggtggg gggtgcccag 
gaagaccctg tcgtgctaag catcagcccc 
atctgtggcc . agcatctaac ttcagcatgg 
agggcagtgg aaagcaggtg tgagaggcag 
gaatatgtgg tccgagaccc ccagggatgg 
ggagctgctg gctttacact gcctggcttt 
gccaacctag ttccactgaa gcctgaggag 
ggtgccccat tgcaggtctg cgtagatggt 
ccagggccag atggggtccc acagagcacg 
cttgtggctg cactggcgac tgcactggtc 
gttcttcctc ccaacctgaa tgacctggca 
ctgcctattc tgtactcggg ctctgactac 
ggtctggatt ccaccacttg tgtccatgga 
tgtgtgccac tgctgcggaa agagtccatc 
gctgaggtca aggatgtgct gattccccat 
attggcaaag gccactttgg agttgtctac 
cgaatccaat gtgccatcaa gtcactaagt 
ttcctgcgag aggggctgct catgcgtggc 
ggtatcatgt tgccacctga gggcctgccc 
gacctgctcc agttcatccg ctcacctcag 
tttggcctgc aggtagcccg cggcatggag 
gacctggctg cgcggaactg catgctggac 



tacggcgcag tgtgctggaa ttcgccctta 60 
cccagccagg cccacgccca ggtccaggcc 120 
ctcgcctcga tggagctcct cccgccgctg 180 
cctgccaagc ccgcggcggg cgaggactgg 240 
cgcgactttg acgtgaagta cgtggtgccc 3 00 
atggtgacct acgagggcga cagaaatgag 360 
ctgcatgtgc ttgggcctga cctgaagtct 42 0 
gaccctggct gccagacgtg tgcagcctgt 480 
acagacacaa aggtgctggt gctggatccc 540 
agcctgcagg gccgctgctt cctgcatgac 600 
gcagcgccag cctgcctctt ctcagcccac 660 
gtggccagcc cattgggcac ccgtgtaact 720 
tacgtggcat cctcactgga cgcagccgtg 780 
atcaggcgtc tcaaggctga cgcctcggga 840 
ctgcccaagc atcttgtctc ctacagtatt 900 
tttgtatact tcctgactgt acagccggcc 960 
acacgcctgg cacggcttag cgccactgag 1020 
ctcgactgca gatttgctcc aaaacgcagg 1080 
taccttgtgc tgcgggtggc ccactccgct 1140 
agcatcgccg agggccagga agtactattt 1200 
cctggcgtgg gccccaactc tgtcgtctgt 1260 
attgatgagg gtgtggagcg ctgttgtgaa 1320 
ctcgacttct tccagtcgcc cagtttttgc 1380 
cccaacacca gctgccgcca cttccctctg 1440 
ctattcaatg ggctgttggg accagtacag 1500 
aacgtcacag tggcacacat gggcacaatg 1560 
aggtcactaa actacttgct gtatgtgtcc 1620 
gtgca^cggg atgtcagtcg tcttggggac 1680 
ttccaggtac ctatccgagg ccctggctgc 1740 
agggcatggc atttcatggg ctgtggctgg 1800 
tgtcctggct cctggcaaca ggaccactgc 1860 
agtggacctc taaggggcag tacaaggctg 1920 
ccttctggtc tggtgcctga gggaacccat 1980 
ccactgccca aggacagctc aaaactcaga 2040 
tttgagtgtg aactggagcc cttgggcacc 2100 
accgtgacta acatgccacc gggcaagcac 2160 
ggcttctctt tcatggagcc agtgctgata 2220 
ggaggcacct gtctcactct tgaaggccag 2280 
ctggtcaatg ggactgagtg tctgctagca 2340 
acaccccctg gggccacggt ggccagtgtc 2400 
gtacctggtt cctggacctt ccagtacaga 2460 
aactgtggct acatcaactc ccacatcacc 2520 
cacttagtgc tgtcattcca tgacgggctt 2580 
cttccagagc agcagctgtg ccgccttcct 2640 
gtggcaggga atctgagtgc ccgaggggat 2700 
cgcttcctac ccccacccca tccacccagt 2760 
catgccatta agtttgagct tggccaggat 2820 
gaatgtcata tcctgggtag agtggtgcgg 2 880 
ctccttggta tcctgctgcc tttgctgctg 2940 
ttcagctact ggtggcggag gaagcagcta 3000 
tccctggacc agactgctgg agccacaccc 3060 
agaagtggcc ttgcactccc tgccattgat 3120 
gcatccttct ccgatagtga agatgaatcc 3180 
cagctaaggg acctggactc tgcgctcttg 3240 
gagcgggtgg tcacccacag tgaccgagtc 3300 
cacggagaat acatagacca ggcccagaat 3360 
cgcatcacag agatgcagca ggtggaggcc 3420 
ctgaaccacc cgaatgtgct ggctctcatt 3480 
catgtgctgc tgccctatat gtgccacggt 3540 
cggaacccca ccgtgaagga cctcatcagc 3600 
tacctggcag agcagaagtt tgtgcacagg 3660 
gagtcattca cagtcaaggt ggctgacttt 3720 
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ggtttggccc gcgacatcct 
cgcctacctg tgaagtggat 
tctgatgtgt ggtcatttgg 
taccgccaca ttgacccttt 
cagcctgagt attgccctga 
ccagcagtgc gacccacctt 
ctgcttgggg accattatgt 
tcgcatgaga tgaatgtgcg 
cgccggcccc ggccactctc 

<210> 76 
<211> 1584 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc^feature 
<223> Incyte ID No: 7524965CB1 

<400> 76 

taacaagagg cagtgacatg gcgcagaagg agggtggccg gactgtgcca tgctgctcca 60 
gacccaaggt ggcagctctc actgcgggga ccctgctact tctgacagcc atcggggcgg 120 
catcctgggc cattgtggct gttctcctca ggagtgacca ggagccgct^ tacccagatg 180 
tgcaaaatga ggaccagaga ggacatgcag ctggggaacg aggggccagg aacagctctt 240 
agacttatcc acttgcaggt cagctctgcg gacgctcggc tcatggtctt tgacaagacg 3 00 
gaagggacgt ggcggctgct gtgctccttg cgctccaacg ccaggtagcc ggactcagct 360 
gcgaggagat gggcttcctc agggcactga cccactccga gctggacgtg cgaacggcgg 420 
gcgccaatgg cacgtcgggc ttcttctgtg tggacgaggg gaggctgccc cacacccaga 480 
ggttgctgga ggtcatctcc gtgtgtgatt gccccagagg ccgtttcttg gccgccatct 540 
gccaagactg tggccgcagg aagctgcccg tggaccgcat cgtgggaggc cgggacacca 600 
gcttgggccg gtagccgtgg caagtcagcc ttcgctatga tggagcacac ctctgtgggg 660 
gatccctgct ctccggggac tgggtgcttg acagccgccc cctgcttccc ggagcggacc 720 
gggtcctgtc ccgatgcgag ttgtttgccg gtgccgttgg ccccaggcct ctccccacgg 7 80 
tctgcagctt gggggtgcag gctgttggtc ttaccacggg gcttatcttc ccgtttcggg 840 
accccaacag cgaggagaac agcaacgata ttgccctggt ccacctctcc agtcccctgc 900 
ccctcacaga atacatccag cctgtgtgcc tcccagctgc cggccaggcc ctggtggatg 960 
gcaagatctg taccgtgacg ggctggggca acacgcagta ctatggccaa caggccgggg 1020 
tactccagga ggctcgagtc cccataatca gcaatgatgt ctgcaatggc gctgacttct 1080 
atggaaacca gatcaagccc aagatgttct gtgctggcta ccccgagggt ggcattgatg 1140 
cctgccaggg cgacagcggt ggtccctttg tgtgtgagga cagcatctct cggacgccac 1200 
gttggcggct gtgtggcatt gtgagttggg gcactggctg tgcctggccc agaagccagg 1260 
cgtctacacc aaagtcagtg acttccggga gtggatcttc caggccataa aggtgaaagt 1320 
tgggtccaga tgggagccag ggtggggacg tttgggtgtc taatggggga agcgaggcag 1380 
agatttgttt taggaaacct acgctcaggc ctagaagagg gccccccttg ggaacagatg 1440 
gactttgaag ggttcctggg gaagggaagc cagtggtggg acgtggaagc ctctcagacc 1500 
tcgggagccc ccagctgtct ttccccagac tcactccgaa gccagcggca tggtgaccca 1560 
gctctgaccg gtggcttctc gcta 1584 

<210> 77 

<211> 2239 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7525018CB1 

<400> 77 

tcttgctcag cttcaatgtg ttccggagtg gggacggggt ggctgaacct cgcaggtggc 60 
agagaggctc ccctggggct gtggggctct acgtggatcc gatggagccg ctggtgacct 120 
gggtggtccc cctcctcttc ctcttcctgc tgtccaggca gggcgctgcc tgcagaacca 180 
gtgagtgctg ttttcaggac ccgccatatc cggatgcaga ctcaggctcg gcctcgggcc 240 
ctagggacct gagatgctat cggatatcca gtgatcgtta cgagtgctcc tggcagtatg 300 



ggacagggag tactatagtg ttcaacagca tcgccacgct 3780 
ggcgctggag agcctgcaga cctatagatt taccaccaag 3840 
tgtgctgctg tgggaactgc tgacgcgggg tgccccacca 3900 
tgaccttacc cacttcctgg cccagggtcg gcgcctgccc 3960 
ttctctgtac caagtgatgc agcaatgctg ggaggcagac 4020 
cggagtacta gtgggggagg tggagcagat agtgtctgca 4080 
gcagctgcca gcaacctaca tgaacttggg ccccagcacc 4140 
tccagaacag ccgcagttct cacccatgcc agggaatgta 4200 
agagcctcct cggcccactt ga 4242 
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agggtcccac agctggggtc agccacttcc tgcggtgttg ccttagctcc gggcgctgct 360 
gctacttcgc cgccggctca gccaccaggc tgcagttctc cgaccaggct ggggtgtctg 420 
tgctgtacac tgtcacactc tgggtggaat cctgggccag gaaccagaca gagaagtctc 480 
ctgaggtgac cctgcagctc tacaactcag ttaaatatga gcctcctctg ggagacatca 540 
aggtgtccaa gttggccggg cagctgcgta tggagtggga gaccccggat aaccaggttg 600 
gtgctgaggt gcagttccgg caccggacac ccagcagccc atggaagttg ggcgactgcg 660 
gacctcagga tgatgatact gagtcctgcc tctgccccct ggagatgaat gtggcccagg 720 
aattccagct ccgacgacgg cagctgggga gccaaggaag ttcctggagc aagtggagca 780 
gccccgtgtg cgttccccct gaaaaccccc cacagcctca ggtgagattc tcggtggagc 840 
agctgggcca ggatgggagg aggcggctga ccctgaaaga gcagccaacc cagctggagc 900 
ttccagaagg ctgtcaaggg ctggcgcctg gcacggaggt cacttaccga ctacagctcc 960 
acatgctgtc ctgcccgtgt aaggccaagg ccaccaggac cctgcacctg gggaagatgc 1020 
cctatctctc gggtgctgcc tacaacgtgg ctgtcatctc ctcgaaccaa tttggtcctg 1080 
gcctgaacca gacgtggcac attcctgccg acacccacac agaaccagtg gctctgaata 1140 
tcagcgtcgg aaccaacggg accaccatgt attggccagc ccgggctcag agcatgacgt 12 00 
attgcattga atggcagcct gtgggccagg acgggggcct tgccacctgc agcctgactg 12 60 
cgccgcaaga cccggatccg gctggaatgg caacctacag ctggagtcga gagtctgggg 1320 
caatggggca ggaaaagtgt tactacatta ccatctttgc ctctgcgcac cccgagaagc 13 80 
tcaccttgtg gtctacggtc ctgtccacct accactttgg gggcaatgcc tcagcagctg 1440 
ggacaccgca ccacgtctcg gtgaagaatc atagcttgga ctctgtgtct gtggactggg 1500 
caccatccct gctgagcacc tgtcccggcg tcctaaagga gtatgttgtc cgctgccgag 1560 
atgaagacag caaacaggtg tcagagcatc ccgtgcagcc cacagagacc caagttaccc 1620 
tcagtggcct gcgggctggt gtagcctaca cggtgcaggt gcgagcagac acagcgtggc 16 80 
tgaggggtgt ctggagccag ccccagcgct tcagcatcga agtgcaggtt tctgattggc 1740 
tcatcttctt cgcctccctg gggagcttcc tgagcatcct tctcgtgggc gtccttggct 1800 
accttggcct gaacagggcc gcacggcacc tgtgcccgcc gctgcccaca ccctgtgcca 1860 
gctccgccat tgagttccct ggagggaagg agacttggca gtggatcaac ccagtggact 1920 
tccaggaaga ggcatccctg caggaggccc tggtggtaga gatgtcctgg gacaaaggcg 1980 
agaggactga gcctctcgag aagacagagc tacctgaggg tgcccctgag ctggccctgg 2040 
atacagagtt gtccttggag gatggagaca gacacgaaga gcgactatct caatcacaac 2100 
ggctggttat taagcactta tggcataccc agcccattcc atccactcac atgattccct 2160 
accaaatccc tacaaccacc ccctgaaagg aaccatgact gttgtacttt acagatgtga 2220 
tcgttgaggc tcagagagg 2239 

<210> 78 

<211> 6929 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7516620CB1 

<400> 78 

agtgtgtggg cggcggcggc ggcggctgcg cgcttggggc ccggggcgcg gggcgaggcc 60 
gtggggacgt gcgagcgggg ccgcggtggg gctcgggggc gcgtccacgt ggccagaggg 120 
cggccacccg gagccagcgg agggacaggc ctgtccccag gcgcggctgc cggccatgcc 180 
ctctgtctgc ctcctcctgc tgctcttcct tgccgtgggg ggggccctgg gcaacaggcc 240 
cttccgtgcc ttcgtggtga cagacaccac gcttacccac ctggctgtgc accgggtgac 300 
tggggaggtg ttcgtgggcg cagtgaaccg agtctttaag ctggccccca acctgactga 3 60 
gctgcgggcc catgtcacgg ggcccgtcga ggacaacgct cgctgctacc cgccccccag 420 
catgcgcgtg tgtgcccacc gcctggcccc cgtggacaac atcaacaagc tgctgctcat 480 
agactatgcg gcccgccgcc tggtggcctg cggcagcatc tggcagggca tctgccagtt 540 
cctgcgtctg gacgacctct tcaagctggg tgagccgcac caccgcaagg agcactacct 600 
gtcgggggcc caggagcccg actccatggc tggtgtcatt gtggagcagg gccaggggcc 660 
cagcaagctg tttgtgggca ctgctgtcga cggcaagtcg gagtacttcc ccaccttgag 720 
ctcccgcaag ctcatcagtg atgaagacag cgcggacatg ttcagtctcg tgtaccagga 780 
tgagtttgtg tcctcccaga tcaagatccc ctcagacacg ctgtccttgt accctgcctt 840 
tgacatctac tacatctacg gcttcgtcag cgcctccttc gtgtacttcc tgacgctgca 900 
gctggacacc cagcagacgc tgttggacac agcgggcgag aaatttttca cgtccaagat 960 
cgtgcgcatg tgcgcgggag actcagagtt ctactcatac gtggaattcc ccatcggctg 1020 
ctcctggcgc ggcgtggagt accgcttggt gcagagcgcc cacctggcca agcctggcct 1080 
gctgctggcc caggccctgg gcgtgccggc tgatgaggac gtcctcttca ccatcttctc 1140 
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tcagggccag aagaaccggg ccagcccacc ccggcagacc atcctctgcc tcttcaccct 1200 
cagcaacatc aatgcccaca tccggcgccg catccagtcc tgctatcgtg gggagggcac 1260 
tctggctctg ccctggctgc tgaacaagga gctgccctgc atcaacaccc ccatgcagat 1320 
caacggcaac ttctgtgggc tggtgttgaa ccagcctctg ggaggcctgc atgtgatcga 13 80 
ggggctgccc ctgctggccg acagcaccga cggcatggcc agcgtggccg cctacaccta 1440 
ccgccagcac tctgtggtct tcattggcac gcgcagcggc agcttgaaga aggtgcgggt 1500 
cgatggcttc caggatgccc acctgtatga gacagtcccc gtggtggatg gcagccccat 1560 
cctccgagac ctgctcttca gcccggacca ccggcacatc tatctcctga gtgagaagca 1620 
ggtgagccag ctcccggtgg agacctgtga gcagtaccag agctgcgcag cctgcctggg 1680 
ctccggggac ccgcactgtg gttggtgtgt gctgcgacac aggtgctgcc gcgaaggggc 1740 
ctgtctgggc gcctctgccc cacacggctt tgctgaggag ctgagcaagt gtgtccaggt 1800 
gcgggtccgg cccaacaatg tgtcagtgac gtcacctggg gtgcagctga ccgtcaccct 1860 
gcacaacgtg ccagacctca gtgcgggcgt gagctgcgcc ttcgaggcgg cggcggagaa 1920 
cgaggcggtc ctgctgccct ccggtgaact gctctgcccc tcaccctccc tccaggagct 1980 
ccgagctctt accagggggc atggggccac ccgcactgtg cggctgcagc ttctctccaa 2040 
ggagacaggc gtgaggtttg ccggtgctga ctttgtcttc tacaactgca gcgtcctcca 2100 
gtcgtgcatg tcctgtgttg gcagccctta 'cccctgccac tggtgtaagt accgccacac 2160 
gtgtaccagc cgcccccacg agtgctcctt ccaggagggc agggtccaca gccctgaggg 2220 
ctgccctgag atcctgccca gtggggacct cctgatcccc gttggggtca tgcagcctct 2280 
taccttgcgg gctaagaacc tacctcagcc gcagtcgggc cagaagaact atgagtgcgt 2340 
ggtgcgggtg caggggcggc agcagcgggt gcctgccgtg cgcttcaaca gcagcagtgt 2400 
gcagtgccag aacgcctcgt actcctatga aggtgatgag catggtgaca ccgagctgga 2460 
cttttccgtg gtctgggatg gagacttccc catagacaag cctcccagct tccgagccct 2520 
cctgtacaag tgctgggcgc agcggcccag ctgtggcctc tgcctcaagg ctgatccccg 2580 
cttcaactgt ggctggtgca tctcagagca caggtgccag ctgcggaccc actgcccggc 2640 
cccgaagacc aactggatgc acctgagcca gaagggcacc cggtgcagcc acccccgcat 2700 
cacgcagatc caccctctcg tggggcccaa ggaaggaggc acccgggtca ccatcgtggg 2760 
tgacaacctg ggcctcttgt cccgagaggt gggcctgcgg gtggctggcg tgcgttgcaa 2820 
ctccattccg gccgagtaca tcagtgctga gaggatcgtg tgtgagatgg aggagtcgct 2880 
ggtgcccagc ccgccgccgg ggcccgtgga gctgtgtgtg ggtgactgtt cagccgactt 2940 
ccgcacgcag tcggagcagg tctacagctt tgtgacccca acgtttgacc aagtgagtcc 3 000 
cagccgtggc ccggcgtccg ggggcacacg gcttaccatc tcaggcagct ctctggatgc 3060 
tggcagcagg gtcacagtga ctgtgaggga cagcgagtgc cagtttgtaa ggagagatgc 3120 
caaggcgatc gtgtgcatct cacctctctc caccctgggc cccagccagg cccccatcac 3180 
acttgccatt gaccgggcta acatctccag ccccgggctc atctacacct acactcagga 3240 
ccccaccgtc acccgccttg agcccacctg gagcatcatc aatggaagca ctgccatcac 3300 
tgtgagtggg acccacctgc tgacggtcca ggagccccgg gtccgtgcca agtaccgcgg 3360 
cattgagacc accaatacat gccaagtgat caacgacact gccatgctgt gtaaggcccc 3420 
cggcatcttt cttgggcggc cccagcctcg ggcgcaaggc gagcaccctg atgagtttgg 3480 
cttcctgctg gaccacgtgc aaacggcccg ctccctcaac cgctcctcct ttacctacta 3540 
ccctgatccc agctttgagc cgctggggcc ctctggcgtg ctggacgtca aaccgggctc 3600 
ccacgtggtg ctgaagggca agaacctgat tcccgcggca gccggcagct cccgcctcaa 3660 
ctacactgtg ctgataggag gccagccgtg ttcgctcact gtctcggaca cacaactcct 3720 
gtgcgactca cccagccaga ctggccggca gcctgtcatg gtgctggtgg gtggcctgga 3780 
gttctggctg ggcaccctgc acatctcggc agagcgggcg ctgaccctac cggccatgat 3 840 
ggggctggcg gcggggggtg ggctcctgct gctggccatc acagccgtgc tggtggcgta 3900 
caagcgcaag actcaggacg cggaccgtac cctcaagcgt ctgcagctgc agatggacaa 3960 
cctggagtcc cgtgtggccc tggagtgcaa ggaagctttt gcagagctgc agacggacat 4020 
caatgagctg actaaccaca tggacgaggt gcagatcccc ttcctggact accggactta 4080 
cgccgtgcgc gtgctcttcc cgggcatcga ggcccacccg gtgctcaagg agctggatac 4140 
gccacccaac gtggagaagg ccctgcgcct cttcgggcag ctgctgcaca gccgcgcgtt 4200 
cgtgcttacc ttcatccaca cgctggaggc ccagagcagc ttctccatgc gcgaccgcgg 4260 
caccgtggcc tcgctcacca tggtggccct gcagagccgg ctcgactatg ccacggggct 4320 
gctcaagcaa ctgctggccg acctcatcga gaagaacctc gagagcaaga accaccccaa 4380 
gctgctgcta cgcaggacag agtcagtggc tgagaagatg cttaccaact ggttcacgtt 4440 
cctgctgcat aagtttctga aggagtgtgc tggggagcct ctcttcctgc tttactgtgc 4500 
catcaagcag cagatggaga agggccccat tgatgccatc acgggcgagg cacgatactc 4560 
cctgagcgag gacaagctca tccgtcagca gatcgactac aagacactga cccttcactg 4620 
cgtgtgtccg gagaacgagg gcagcgccca ggtcccagtg aaggttctca actgtgacag 4680 
catcacccag gccaaagata agctgctgga cactgtgtac aagggcattc cgtactccca 4740 
gcgtcccaaa gctgaggaca tggacctgga gtggcgccag ggccgcatga ctcgcatcat 4800 
cctccaggat gaggatgtca ccaccaagat cgagtgtgac tggaagaggc tcaactcact 4860 
ggcccactac caggtgacag acggttcctt ggtggcattg gtgcccaaac aagtgtctgc 4920 
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ctataacatg gccaactcct tcaccttcac ccgctccctc agccgctacg agagcttgct 4980 
ccgcacggcc agcagccctg atagcctccg ctcacgggca cccatgatta cgcctgacca 5040 
ggagacaggc accaaattgt ggcacctggt gaaaaaccac gaccatgccg accatcgcga 5100 
gggggaccgt ggcagcaaga tggtctccga gatctacctg acacggctgc tggccaccaa 5160 
gggcacactg cagaagttcg tggatgacct ctttgagaca gtgttcagca cagcccaccg 5220 
gggctcggcc ctgcccctgg ccatcaagta catgttcgac ttcctggatg agcaggcgga 5280 
ccagcgccag atcagcgacc ccgatgtgcg ccacacctgg aagagcaact ggtagagatg 5340 
ctggtggtcg gtcgcaggtg gtgagagcgg tgacaggaga agctgcggag ggggttgagc 5400 
cctattgaga acagaagttc agcagagact tagaggaaag gccgttcacc ctaaatgtgt 5460 
tgctctcacc acctctggac aagatgcgca cgtccctctg ttgtccacag cctgccgctg 5520 
cgcttctggg tgaatgtgat caagaacccg cagttcgtgt tcgacatcca caagaacagc 5580 
atcacggatg cctgcctgtc ggtggtagcc cagaccttca tggactcctg ctctacatcc 5640 
gagcaccgcc tggggaagga ctcgccctcc aacaaactgc tctacgccaa ggacatcccc 5700 
aactacaaga gctgggtgga gaggtattat cgagacattg caaagatggc atccatcagc 5760 
gaccaggaca tggatgccta cctggtggag cagtcccgcc tccacgccag cgacttcagc 5820 
gtcctgagtg cgctcaacga gctgtatttc tatgtcacca agtaccgcca ggagattctc 5880 
acggctctgg accgagatgc ctcttgtcgg aagcataagt tgcggcagaa actggaacag 5940 
atcatcagcc tcgtgtccag cgacagctaa ggtggtggaa tcggtgagga gggggcttct 6000 
cagtcctgtg ccgtcctccc atccagggga gtggctggct caagcctggg tccccgggct 6060 
gagccctgga ttgggtatcg tggggcaggt caccctggcc acgatgcccc cggcacaccc 6120 
aggccccctt cattagtgcc ttgctttggg ccctgcaggg ggaggggtga cagggcgagc 6180 
ccccacccca gcagcagcaa tacccccacc ctcctgccct gtgcccaggt gttgggacag 6240 
tcccaccctc cctgctattt atatccctct gcctatttat tgaatcgaac ttcgcctctg 6300 
tctccatctg taaatatgtg tccccccacc ggatgtcgcc accctcactc acctgcctct 6360 
tcttgagctg tcctgggccc tgccacccgt ctgggctcct ttgtgtagca ttatcagcct 6420 
cggtctggcc tctggcacct cacccttgcc atggctgacc ccacccattc caaggcgggg 6480 
tcacggtacc agcagcactt ggggtgaggc ctccaaagct tcctcagaat tgtggctgtg 6540 
ccacgctgga ccacagggtc cccctcaagc atctcggggc cctattctct ctgagcacct 6600 
ggagggctgg actcaggctt gtgccagggc ctgacttggg cctgggggcc ctagaacact 6660 
cctcctcctg agcctactgc caaacgtcct cagtgttgtc tgcacctgct ccgactcctt 6720 
cagccgcccc attcagcgcc cgctccgtcc agtgcccgcc ctgtggggcc aaggcggccg 6780 
tgccttacta ctctgtgtct tctgcctcct ctgaggaatc tggccctgtc tgacagtccc 6840 
agaccccccg ttctctcctc tttagttgca tgagtttttc tttgttcatg gaatgttttt 6900 
tcctgattaa atgttgggga aatgccaaa 6929 

<210> 79 

<211> 2273 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7525149CB1 

<400> 79 

tatggaagag gaccggggat tggtaccgta accatggtca gctggggtcg tttcatctgc 60 
ctggtcgtgg tcaccatggc aaccttgtcc ctggcccggc cctccttcag tttagttgag 120 
gataccacat tagagccaga aggagcacca tactggacca acacagaaaa gatggaaaag 180 
cggctccatg ctgtgcctgc ggccaacact gtcaagtttc gctgcccagc cggggggaac 240 
ccaatgccaa ccatgcggtg gctgaaaaac gggaaggagt ttaagcagga gcatcgcatt 300 
ggaggctaca aggtacgaaa ccagcactgg agcctcatta tggaaagtgt ggtcccatct 3 60 
gacaagggaa attatacctg tgtagtggag aatgaatacg ggtccatcaa tcacacgtac 420 
cacctggatg ttgtggagcg atcgcctcac cggcccatcc tccaagccgg actgccggca 480 
aatgcctcca cagtggtcgg aggagacgta gagtttgtct gcaaggttta cagtgatgcc 540 
cagccccaca tccagtggat caagcacgtg gaaaagaacg gcagtaaata cgggcccgac 600 
gggctgccct acctcaaggt tctcaaggcc gccggtgtta acaccacgga caaagagatt 660 
gaggttctct atattcggaa tgtaactttt gaggacgctg gggaatatac gtgcttggcg 720 
ggtaattcta ttgggatatc ctttcactct gcatggttga cagttctgcc agcgcctgga 780 
agagaaaagg agattacagc ttccccagac tacctggaga tagccattta ctgcataggg 840 
gtcttcttaa tcgcctgtat ggtggtaaca gtcatcctgt gccgaatgaa gaacacgacc 900 
aagaagccag acttcagcag ccagccggct gtgcacaagc tgaccaaacg tatccccctg 960 
cggagacagg taacagtttc ggctgagtcc agctcctcca tgaactccaa caccccgctg 1020 
gtgaggataa caacacgcct cccttcaacg gcagacaccc ccatgctggc aggggtctcc 1080 
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gagtatgaac ttccagagga cccaaaatgg gagtttccaa gagataagct gacactgggc 1140 
aagcccctgg gagaaggttg ctttgggcaa gtggtcatgg cggaagcagt gggaattgac 1200 
aaagacaagc ccaaggaggc ggtcaccgtg gccgtgaaga tgttgaaaga tgatgccaca 1260 
gagaaagacc tttctgatct ggtgtcagag atggagatga tgaagatgat tgggaaacac 1320 
aagaatatca taaatcttct tggagcctgc acacaggatg ggcctctcta tgtcatagtt 1380 
gagtatgcct ctaaaggcaa cctccgagaa tacctccgag cccggaggcc acccgggatg 1440 
gagtactcct atgacattaa ccgtgttcct gaggagcaga tgaccttcaa ggacttggtg 1500 
tcatgcatct accagctggc cagaggcatg gagtacttgg cttcccaaaa atgtattcat 1560 
cgagatttag cagccagaaa tgttttggta acagaaaaca atgtgatgaa aatagcagac 1620 
tttggactcg ccagagatat caacaatata gactattaca aaaagaccac caatgggcgg 1680 
cttccagtca agtggatggc tccagaagcc ctgtttgata gagtatacac tcatcagagt 1740 
gatgtctggt ccttcggggt gttaatgtgg gagatcttca ctttaggggg ctcgccctac 1800 
ccagggattc ccgtggagga actttttaag ctgctgaagg aaggacacag aatggataag 1860 
ccagccaact gcaccaacga actgtacatg atgatgaggg actgttggca tgcagtgccc 1920 
tcccagagac caacgttcaa gcagttggta gaagacttgg atcgaattct cactctcaca 1980 
accaatgagg aatacttgga cctcagtcag cctctcgaac cgtattcacc ttgttatcct 2040 
gacccaagat gaaataaaac gtctctcttc ccttctttca ggaatacttg gacctcagcc 2100 
aacctctcga acagtattca cctagttacc ctgacacaag aagttcttgt tcttcaggag 2160 
atgattctgt tttttctcca gaccccatgc cttacgaacc atgccttcct cagtatccac 2220 
acataaacgg cagtgttaaa acatgaatga ctgtgtctgc ctgtccccaa aca 2273 

<210> 80 

<211> 697 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7513047CB1 

<400> 80 

cagcttgggc tggggatata ggcgccccca cacccgggcc cggctcagcg ccgccgccgc 60 
tcctcgcctc cttgctgcac gatggcctcg ctccgggtgg agcgcgccgg cggcccgcgt 12 0 
ctccctagga cccgagtcgg gcggccggca gcgctccgcc tcctccttct gctgggcgct 180 
gtcctgaatc cccacgaggc cctggctcag cctcttccca ccacaggcac accagggtca 240 
gaaggcctta tagcaccctg cgagattgcc tgga'gcactt tgcagagttg tttgacctgg 3 00 
gcttccccaa tcccttggca gagaggatca tctttgagac tcaccagatc cactttgcca 360 
actgctccct ggtgcagccc accttctctg accccccaga ggatgtactc ctggccatga 420 
tcatagcccc catctgcctc atccccttcc tcatcactct tgtagtatgg aggagtaaag 480 
acagtgaggc ccaggcctag ggggccacga gcttctcaac aaccatgtta ctccacttcc 540 
ccacccccac caggcctccc tcctcccctc ctactccctt ttctcactct catccccacc 600 
acagatccct ggattgctgg gaatggaagc caggtggggt catggcacaa gttctgtaat 660 
cttcaaaata aaactttttt tttgtacaaa aaaaaaa 697 

<210> 81 

<211> 1150 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc„feature 

<223> Incyte ID No: 7513056CB1 

<400> 81 

cccggcaaag cccagctaca ggcgggcgac tgccgggggc ccctgaggcg gcgggggcca 60 
tggctggggt cgcgtgcttg ggaaaagctg ccgacgcaga tgaatggtgc gacagcggcc 120 
tgggctccct gggtccggac gcagcggccc ccggaggacc tgggttgggc gcggagttgg 180 
gcccggggct gtcgtgggct cccctcgtct tcggctacgt cactgaggat ggggacacgc 240 
ttctcggccg gcactgagta catggacctg cagaatgacc taggccagac agccctgcac 300 
ctggcagcca tcctggggga gacatccacg gtggagaagc tgtacgcagc aggcgccggg 3 60 
ctgtgtgtgg cggagcgtag gggccacacg gcgctgcacc tggcctgccg tgtgggggca 420 
cacgcctgtg cccgtgccct gcttcagccc cgcccccggc gccccaggga agcccccgac 480 
acctacctcg ctcagggccc tgaccgtact cccgacacca accatacccc tgtcgccttg 540 
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taccccgatt ccgacttgga 
ctggaggctg aaaactacga 
gtggagatgg tccggctgct 
tgcggccgga gcccccttca 
ctcctgaggg caggcgcgaa 
agtgccatgc tccggcccaa 
gagcccgagg gcgaggacga 
ggagacgagg gcgatgaata 
ctgcctccca ccccagcctc 
tcattgttaa tataatttcc 
aaaaaaaagg 

<210> 82 
<211> 2459 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> Incyte ID No: 7513245CB1 

<400> 82 

ggagccccgg gcccgccatg ggcctccccg agccgggccc tctccggctt ctggcgctgc 60 
tgctgctgct gctgctgctg ctgctgctgc agctccagca tcttgcggcg gcagcggctg 120 
atccgctgct cggcggccaa gggccggcca aggagtgcga aaaggaccaa ttccagtgcc 180 
ggaacgagcg ctgcatcccc tctgtgtgga gatgcgacga ggacgatgac tgcttagacc 240 
acagcgacga ggacgactgc cccaagaaga cctgtgcaga cagtgacttc acctgtgaca 300 
acggccactg catccacgaa cggtggaagt gtgacggcga ggaggagtgt cctgatggct 360 
ccgatgagtc cgaggccact tgcaccaagc aggtgtgtcc tgcagagaag ctgagctgtg 420 
gacccaccag ccacaagtgt gtacctgcct cgtggcgctg cgacggggag aaggactgcg 480 
agggtggagc ggatgaggcc ggctgtgcta cctcactggg cacctgccgt ggggacgagt 540 
tccagtgtgg ggatgggaca tgtgtccttg caatcaagca ctgcaaccag gagcaggact 600 
gtccagatgg gagtgatgaa gctggctgcc tacaggggct gaacgagtgt ctgcacaaca 660 
atggcggctg ctcacacatc tgcactgacc tcaagattgg ctttgaatgc acgtgcccag 720 
caggcttcca gctcctggac cagaagactt gtggcgacat tgatgagtgc aaggacccag 780 
atgcctgcag ccagatctgt gtcaattaca agggctattt taagtgtgag tgctaccctg 840 
gctgcgagat ggacctactg accaagaact gcaaggctgc tgctggcaag agcccatccc 900 
taatcttcgc caaccggcac gaggtgcgga ggatcgacct ggtgaagcgg aactattcac 960 
gcctcatccc catgctcaag aatgtcgtgg cactagatgt ggaagttgcc accaatcgca 1020 
tctactggtg tgacctctcc taccgtaaga tctatagcgc ctacatggac aaggccagtg 1080 
acccgaaaga gcaggaggtc ctcattgacg agcagttgca ctctccagag ggcctggcag 1140 
tggactgggt ccacaagcac atctactgga ctgactcggg caataagacc atctcagtgg 1200 
ccacagttga tggtggccgc cgacgcactc tcttcagccg taacctcagt gaaccccggg 1260 
ccatcgctgt tgaccccctg cgaggatctg ctgagccagc gcttgtactg ggtagactcc 1320 
aagctacacc aactgtccag cattgacttc agtggaggca acagaaagac gctgatctcc 13 80 
tccactgact tcctgagcca cccttttggg atagctgtgt ttgaggacaa ggtgttctgg 1440 
acagacctgg agaacgaggc cattttcagt gcaaatcggc tcaatggcct ggaaatctcc 1500 
atcctggctg agaacctcaa caacccacat gacattgtca tcttccatga gctgaagcag 1560 
ccaagagctc cagatgcctg tgagctgagt gtccagccta atggaggctg tgaatacctg 1620 
tgccttcctg ctcctcagat ctccagccac tctcccaagt acacatgtgc ctgtcctgac 1680 
acaatgtggc tgggtccaga catgaagagg tgctaccgag atgcaaatga agacagtaag 1740 
atgggctcaa cagtcactgc cgctgttatc gggatcatcg tgcccatagt ggtgatagcc 1800 
ctcctgtgca tgagtggata cctgatctgg agaaactgga agcggaagaa caccaaaagc 1860 
atgaattttg acaacccagt ctacaggaaa acaacagaag aagaagatga agatgagctc 1920 
catataggga gaactgctca gattggccat gtctatcctg cacgagtggc attaagcctt 1980 
gaagatgatg gactaccctg aggatgggat cacccccttc gtgcctcatg gaattcagtc 2040 
ccatgcacta cactctggat ggtgtatgac tggatgaatg ggtttctata tatgggtctg 2100 
tgtgagtgta tgtgtgtgtg tgattttttt tttaaattta tgttgcggaa aggtaaccac 2160 
aaagttatga tgaactgcaa acatccaaag gatgtgagag tttttctatg tataatgttt 2220 
tatacacttt ttaactggtt gcactaccca tgaggaattc gtggaatggc tactgctgac 2280 
taacatgatg cacataacca aatgggggcc aatggcacag taccttactc atcatttaaa 2340 
aactatattt acagaagatg tttggttgct gggggggctt ttttaggttt tggggcattt 2400 
gttttttgta aataagatga ttatgctttg tggctatcca tcaacataag taaaaaaaa 2459 
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gaaggaagaa gaggagagtg 
gggccacacc ccactccacg 
ccgagatgct ggagctgacc 
tttggcagtg gaggcccagg 
ccctgctgcc cgcatgtacg 
ccccatcctc gcccgcctcc 
gaaatccggc ccctgcagca 
cgacgacatt gtggttcaca 
aaaacctctt cctgacgacc 
agtttaataa acaaaaccct 



aggaggactg gaagctgcag 600 
tggccgttat ccacaaagat 660 
ttgacaaacc ggagcccacg 720 
cagccgatgt gctggagctt 780 
gtggccgcac cccactcggc 840 
tccgtgcaca cggagcccct 900 
gcagtagcga cagcgacagc 960 
gcagccgcag ccaaacccgg 1020 
cccgccccgt gtgatttgtt 1080 
agttctgaca accaaaaaaa 1140 

1150 



wo 2004/044159 
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<210> 83- 

<211> 1389 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7513711CB1 

<400> 83 

tgatcagctg gtcgagctcg gcccgtttac ggcgcagtgt gctggaattc gccttgcccg 60 
gcgggctccg aggcgagagg ctgcatggag tggctggcgc ggctctgcgg gctgtgggcg 120 
ctgctgctct gcgccggcgg cgggggcggg ggcgggggcg ccgcgcctac ggaaactcag 180 
ccacctgtga caaatttgag tgtctctgtt gaaaacctct gcacagtaat atggacatgg 240 
aatccacccg agggagccag ctcaaattgt agtctatggt attttagtca ttttggcgac 3 00 
aaacaagata aggtgatcct gagtctgctg tgactgagct tcaatgcatt tggcacaacc 3 60 
tgagctacat gaagtgttct tggctccctg gaaggaatac cagtcccgac actaactata 420 
ctctctacta ttggcacaga agcctggaaa aaattcatca atgtgaaaac atctttagag 480 
aaggccaata ctttggttgt tcctttgatc tgaccaaagt gaaggattcc agttttgaac 540 
aacacagtgt ccaaataatg gtcaaggata atgcaggaaa aattaaacca tccttcaata 600 
tagtgccttt aacttcccgt gtgaaacctg atcctccaca tattaaaaac ctctccttcc 660 
acaatgatga cctatatgtg caatgggaga atccacagaa ttttattagc agatgcctat 720 
tttatgaagt agaagtcaat aacagccaaa ctgagacaca taatgttttc tacgtccaag 780 
aggctaaatg tgagaatcca gaatttgaga gaaatgtgga gaatacatct tgtttcatgg 840 
tccctggtgt tcttcctgat actttgaaca cagtcagaat aagagtcaaa acaaataagt 900 
tatgctatga ggatgacaaa ctctggagta attggagcca agaaatgagt ataggtaaga 960 
agcgcaattc cacactctgc ataaccatgt tactcattgt tccagtcatc gtcgcaggtg 1020 
eaatcatagt actcctgctt tacctaaaaa ggctcaagat tattatattc cctccaattc 1080 
ctgatcctgg caagattttt aaagaaatgt ttggagacca gaatgatgat actctgcact 1140 
ggaagaagta cgacatctat gagaagcaaa ccaaggagga aaccgactct gtagtgctga 1200 
tagaaaacct gaagaaagcc tctcagtgat ggagataatt tatttttacc ttcactgtga 1260 
ccttgagaag attcttccca ttctccattt gttatctggg aacatattaa atggaaactg 1320 
aaactactgc accatttaaa aacaggcagc tcataagagc cacaggtctt tatgttgagt 1380 
cgcgcaccg 1389 

<210> 84 

<211> 1220 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mi sc_f eature 

<223> Incyte ID No: 7513965CB1 

<400> 84 

cggctcgaga cgccagccca atacttaaag agagcaactc ctgactccga tagagactgg 60 
atggacccac aagggtgaca gcccaggcgg accgatcttc ccatcccaca tcctccggcg 120 
cgatgccaaa aagaggctga cggcaactgg gccttctgca gagaaagacc tccgcttcac 180 
tgccccggct ggtcccaagg gtcaggaaga tggattcata cctgctgatg tggggactgc 240 
tcacgttcat catggtgcct ggctgccagg cagagctctg tgacgatgac ccgccagaga 300 
tcccacacgc cacattcaaa gccatggcct acaaggaagg aaccatgttg aactgtgaat 3 60 
gcaagagagg tttccgcaga ataaaaagcg ggtcactcta tatgctctgt acaggaaact 420 
ctagccactc gtcctgggac aaccaatgtc aatgcacaag ctctgccact cggaacacaa 480 
cgaaacaagt gacacctcaa cctgaagaac agaaagaaag gaaaaccaca gaaatgcaaa 540 
gtccaatgca gccagtggac caagcgagcc ttccagtggc cggctgtgtt ttcctgctga 600 
tcagcgtcct cctcctgagt gggctcacct ggcagcggag acagaggaag agtagaagaa 660 
caatctagaa aaccaaaaga acaagaattt cttggtaaga agccgggaac agacaacaga 720 
agtcatgaag cccaagtgaa atcaaaggtg ctaaatggtc gcccaggaga catccgttgt 780 
gcttgcctgc gttttggaag ctctgaagtc acatcacagg acacggggca gtggcaacct 840 
tgtctctatg ccagctcagt cccatcagag agcgagcgct acccacttct aaatagcaat 900 
ttcgccgttg aagaggaagg gcaaaaccac tagaactctc catcttattt tcatgtatat 960 
gtgttcatta aagcatgaat ggtatggaac tctctccacc ctatatgtag tataaagaaa 1020 
agtaggttta cattcatctc attccaactt cccagttcag gagtcccaag gaaagcccca 1080 
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gcactaacgt aaatacacaa cacacacact ctaccctata caactggaca ttgtctgcgt 1140 
ggttcctttc tcagccgctt ctgactgctg attctcccgt tcacgttgcc taataaacat 1200 
ccttcaagaa ctctgagctt 1220 

<210> 85 

<211> 1854 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7513969CB1 

<400> 85 

tagtgaatgg aacagaagcc aagcaaggtg gagtgtgggt cagacccaga ggagaacagt 60 
gccaggtcac cagatggaaa gcgaaaaaga aagaacggcc aatgttccct gaaaaccagc 120 
atgtcagggt atatccctag ttacctggac aaagacgagc agtgtgtcgt gtgtggggac 180 
aaggcaactg gttatcacta ccgctgtatc acttgtgagg gctgcaaggg cttctttcgc 240 
cgcacaatcc agaagaacct ccatcccacc tattcctgca aatatgacag ctgctgtgtc 300 
attgacaaga tcacccgcaa tcagtgccag ctgtgccgct tcaagaagtg catcgccgtg 360 
ggcatggcca tggacttggt tctagatgac tcgaagcggg tggccaagcg taagctgatt 420 
gagcagaacc gggagcggcg gcggaaggag gagatgatcc gatcactgca gcagcgacca 480 
gagcccactc ctgaagagtg ggatctgatc cacattgcca cagaggccca tcgcagcacc 540 
aatgcccagg gcagccattg gaaacagagg cggaaattcc tgcccgatga cattggccag 600 
tcacccattg tctccatgcc ggacggagac aaggtggacc tggaagcctt cagcgagttt 66 0 
accaagatca tcaccccggc catcacccgt gtggtggact ttgccaaaaa actgcccatg 720 
ttctccgagc tgccttgcga agaccagatc atcctcctga aggggtgctg catggagatc 780 
atgtccctgc gggcggctgt ccgctacgac cctgagagcg acaccctgac gctgagtggg 840 
gagatggctg tcaagcggga gcagctcaag aatggcggcc tgggcgtagt ctccgacgcc 900 
atctttgaac tgagcaagtc actctctgcc tttaacctgg atgacacgga agtggctctg 960 
ctgcaggctg tgctgctaat gtcaacagac cgctcgggcc tgctgtgtgt ggacaagatc 1020 
gagaagagtc aggaggcgta cctgctggcg ttcgagcact acgtcaacca ccgcaaacac 1080 
aacattccgc acttctggcc caagctgctg atgaagggtc cgcaggtccg gcagcttgag 1140 
cagcagcttg gtgaagcggg aagtctccaa gggccggttc ttcagcacca gagcccgaag 1200 
agcccgcagc agcgtctcct ggagctgctc caccgaagcg gaattctcca tgcccgagcg 1260 
gtctgtgggg aagacgacag cagtgaggcg gactccccga gctcctctga ggaggaaccg 1320 
gaggtctgcg aggacctggc aggcaatgca gcctctccct gaagcccccc agaaggccga 1380 
tggggaagga gaaggagtgc cataccttct cccaggcctc tgccccaaga gcaggaggtg 1440 
cctgaaagct gggagcgtgg gctcagcagg gctggtcacc tcccatcccg taagaccacc 1500 
ttcccttcct cagcaggcca aacatggcca gactcccttg ctttttgctg tgtagttccc 1560 
tctgcctggg atgcccttcc ccctttctct gcctggcaac atcttacttg tcctttgagg 1620 
ccccaactca agtgtcacct ccttccccag ctcccccagg cagaaatagt tgtctgtgct 1680 
tccttggttc atgcttctac tgtgacactt atctcactgt tttataatta gtcgggcatg 1740 
agtctgtttc ccaagctaga ctgtgtctga atcatgtctg tatccccagt gcccggtgca 1800 
gggcctggca tagagtaggt actccataaa aggtgtgttg aattgaaaaa aaaa 1854 

<210> 86 
. <211> 1885 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> mis cofeature 

<223> Incyte* ID No: 7512119CB1 

<400> 86 

tggcgagctc ggatcactat tacggcgcag tgtgctggaa tcgccttctc tctttcgctg 60 

tttgagagtc tctcggctca aggaccggga ggtaagaggt ttgggactgc cccggcaact 120 

ccaggtgtct ggtccacgac ctatcctagg cgccatgggt gtgataggta tacagctggt 180 

tgttgccatg gtgatggcca gtgtcatgca gaagattata cctcactatt ctcttgctcg 240 

atggctactc tgtaatggca gtttgaggtg gtatcaacat cctacagaag aagaattaag 3 00 

aattcttgca gggaaacaac aaaaagggaa aaccaaaaaa gataggaaat ataatggtca 360 

cattgaaagt aagccattaa ccattccaaa ggatattgac cttcatctag aaacaaagtc 420 
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agttacagaa gtggatactt tagcattgca 
tttcacagtg gctgctacag ttgtgtatct 
gcctacacag gaaatgaata tcagcttagt 
caaagttcta ttttcattaa ctacacacta 
tgtttgtgtc acctttggat tttttttctt 
agaaaattat ctggaatttg gacttgaaac 
gcagtttctt gaaaagcaag gtttagaatc 
atttttcctg gctattttct gttcattcat 
actggctcaa atgcatctgg atgccctgaa 
acttcatatc aacttcttgg cacctttatt 
caaagactac attatgaacc caccactggg 
cacattcgat actctgcgac tctggttaat 
gatgcgtagt cacctgcaag cttatttaaa 
gaaagaagcg gggcgaataa gcacggttga 
atttatccag aatctatctc taccttacca 
tactctgaat taccatcagc tgaagggaaa 
gcactgagca gcttaaaaaa tatttttact 
ctgacctggt ggattgctgc ttgcctcttt 
cagtatctga ctgtggcatg aatctcagtt 
ttaaaatatc tgtgccctta aagggctgat 
aaaaaaacat atcagaatgt cttgtattaa 
atgtagtaat atttaaaatt acaaaataga 
tttaactctt tgtatttact ggtatgagag 
cctggtttac agaaacctcc agcagtcttt 
tgcttttaat ggttttatgg tactg 



ctactttcca gaataccagt ggctggtgga 480 
agtaactgaa gtctactaca attttatgaa 540 
ctggtgccta cttgttttgt cttttgcaat 600 
ttttaaagta gaagatggtg gtgaaagatc 660 
tgtcaaagca atggcagtgt tgattgtaac 720 
agggtttaca aatttttcag acagtgcgat 780 
tcagagtcct gtttcaaaac ttactttcaa 840 
tggggctttt ttgacatttc ctggattacg 900 
tttggcaaca gaaaaaatta cacaaacttt 960 
tatggttctg ctctgggtaa aaccaatcac 1020 
caaagaaagt atccctttaa tgacagaagc 1080 
aatcctgctg tgtgctttgc ggttggccat 1140 
tttagcccaa aaatgtgtgg atcagatgaa 1200 
gctacagaaa atggtaatca ttcctggggt 12 60 
gtggataata gtctactgtc caattctgtt 1320 
atgaaggtaa ctgttacaca aataacagtg 13 80 
cctcttcttt ttcgaggact tctgtctttt 1440 
tctacaagcc tttttgggct tttctatcac 1500 
aacaaaaagc atatccaatc accctttaaa 1560 
gaaaaccaga agaaagcaaa tacatgggaa 1620 
atgtttcctc tgtattctca gggtgaatta 1680 
ttgttaactg ttacactgtg gcattggaat 1740 
ggctatctac aagggtaata tttctgatta 1800 
gaaacatctc acatgactct agttattgat 1860 

1885 



<210> 87 

<211> 801 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc„f eature 

<223> Incyte ID No: 7515577CB1 



<400> 87 

tagtggctgt 

tgccggccct 

tcctgccctg 

aaattcggat 

cgactcctgc 

tcctctttgg 

ctaggctcca 

gccaggcctc 

cagctacttt 

cccacgctgc 

gtggcagctt 

acactggtcc 

ccttaggagt 

tgggtgtcac 



ttggctgctg 
gcagccccca 
ggtgctgctg 
ggaggccacc 
ccccattctg 
ctgtgtctac 
gccgtcccgc 
ccaggctgct 
ggacacagct 
acaccggccc 
tgtctctgtt 
cggcctcact 
tcgatgagag 
ccccttactt 



acaacatgaa 
gaacctggac 
accttgtgtg 
gagctctcgt 
cgggcagacc 
ctccttcatc 
accagccccc 
cttcacgtcc 
cacccccatg 
cagggccctg 
gagaatggac 
cttttccctg 
agaccatgag 
a 



gacttcctgc 
tggagggggc 
tcactgcggg 
ccttcaccat 
tggccgggat 
tgctgcgccg 
aggcaccgag 
cttatgccac 

gggggccgtc 

ccgcctgggc 
tctacgctca 
accctcgggg 
gccactgggc 



gatgagaaca 
catggggcac 
gaccccggag 
ccgttggctc 
cttgggggtc 
acataagcac 
agcacgagca 
tatcaacacc 
ctggtgggcg 
ctccacaccc 
ggcaggggag 
gcccagggcc 
tttccccctc 



gaggcacagg 
cggaccctgg 
gtgtgggttc 
tctgccccgc 
tcaggagtcc 
cgccctgccc 
tgggcaccaa 
agctgccgcc 
tcactcccca 
atccctgcac 
aggcctcctc 
atggaaggac 
ccaggcctcc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

801 



<210> 88 

<211> 1344 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 7514748CB1 



<400> 88 

gctggcgagc ccggaacgcc tctggtcaca gctcagcgtc cgcggagccg ggcggcgctg 60 
cagctgcact tggctcgtct gtgggtctga cagtcccagc tctgcgcggg gaacagcggc 120 
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ccggagctgg gtgtgggagg accaggctgc cccaagagcg cggagactca cgcccgctcc 180 
tctcctgttg cgaccgggag ccgggtagga ggcaggcgcg ctccctgcgg ccccgggatg 240 
acttctcagc gttcccctct ggcgcctttg ctgctcctct ctctgcacgg tgttgcagca 300 
tccctggaag tgtcagagag ccctgggagt atccaggtgg cccggggtca gacagcagtc 360 
ctgccctgca ctttcactac cagcgctgcc ctcattaacc tcaatgtcat ttggatggtc 420 
actcctctct ccaatgccaa ccaacctgaa caggtcatcc tgtatcaggg tggacagatg 480 
tttgatggtg ccccccggtt ccacggtagg gtaggattta caggcaccat gccagctacc 540 
aatgtctcta tcttcattaa taacactcag ttatcagaca ctggcaccta ccagtgcctg 600 
gtcaacaacc ttccagacat agggggcagg aacattgggg tcaccggtct cacagtgtta 660 
gaccaggtcc aggaacagtc accatccgga acatcagtgc cctgtcttca ggtttgtacc 720 
agtgcgtggc ttctaatgct attggaacca gcacctgtct tctggatctc caggttattt 780 
.cacgggcatt cttttactgg agaagcaaaa ataaagagga ggaagaagaa gaaattccta 840 
atgaaataag agaggatgat cttccaccca agtgttcttc tgccaaagca tttcacactg 900 
agatttcctc ctcggacaac aacacactaa cctcttccaa tgcctacaac agtcgatact 960 
ggagcaacaa tccaaaagtt catagaaaca cagagtcagt cagccacttc agtgacttgg 1020 
gccaatcttt ctctttccac tcaggcaatg ccaacatacc atccatttat gctaatggga 1080 
cccatctggt cccgggtcaa cataagactc tggtagtgac agccaacaga gggtcatcac 1140 
cacaggtgat gtccaggagc aatggctcag tcagtaggaa gcctcggcct ccacacactc 1200 
attcctacac catcagccac gcaacactgg aacgaattgg tgcagtgcct gtcatggtac 1260 
cagcccagag tcgggccggg tccttggtat aggacatgag gaaatgttgt gttcagaaat 1320 
gaataaatgg aatgccctca aaaa 1344 

<210> 89 

<211> 3714 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7513838CB1 

<400> 89 

cgaggtaaat gaagagaaag aactggaata accccttgca gaaaaaaaaa aaaaagggaa 60 
gcaagcttag ctgtacaccc tgagtcttgc aaaagctgca gccccaccca ggagcagggt 120 
ggtggctggg gcgatggtgg acgccctgaa gatgtcccat ggctactgaa ggggctgccc 180 
agttagggaa cagagtggcg ggcatggtgt gtagcctatg ggtgctgctc ctggtgtctt 240 
cagttctggc tctggaagag gtattgctgg^ acaccaccgg agagacatct gagattggct 300 
ggctcaccta cccaccaggg gggtgggacg aggtgagtgt tctggacgac cagcgacgcc 360 
tgactcggac ctttgaggca tgtcatgtgg caggggcccc tccaggcacc gggcaggaca 420 
attggttgca gacacacttt gtggagcggc gcggggccca gagggcgcac attcgactcc 480 
acttctctgt gcgggcatgc tccagcctgg gtgtgagcgg cggcacctgc cgggagacct 540 
tcacccttta ctaccgtcag gctgaggagc ccgacagccc tgacagcgtt tcctcctggc 600 
acctcaaacg ctggaccaag gtggacacaa ttgcagcaga cgagagcttt ccctcctcct 660 
cctcctcctc ctcctcttct tcctctgcag cgtgggctgt gggaccccac ggggctgggc 720 
agcgggctgg actgcaactg aacgtcaaag agcggagctt tgggccfcctc acccaacgcg 780 
gcttctacgt ggccttccag gacacggggg cctgcctggc cctggtcgct gtcaggctct 840 
tctcctacac ctgccctgcc gtgctccgat cctttgcttc ctttccagag acgcaggcca 900 
gtggggctgg gggggcctcc ctggtggcag ctgtgggcac ctgtgtggct catgcagagc 960 
cagaggagga tggagtaggg ggccaggcag gaggcagccc ccccaggctg cactgcaacg 1020 
gggagggcaa gtggatggta gctgtcgggg gctgccgctg ccagcctgga taccaaccag 1080 
cacgaggaga caaggcctgc caagcctgcc cacgggggct ctataagtct tctgctggga 1140 
atgctccctg ctcaccatgc cctgcccgca gtcacgctcc caacccagca gcccccgttt 1200 
gcccctgcct ggagggcttc taccgggcca gttccgaccc accagaggcc ccctgcactg 1260 
gtcctccatc ggctccccag gagctttggt ttgaggtgca aggctcagca ctcatgctac 1320 
actggcgcct gcctcgggag ctggggggtc gaggggacct gctcttcaat gtcgtgtgca 1380 
aggagtgtga aggccgccag gaacctgcca gcggtggtgg gggcacttgt caccgctgca 1440 
gggatgaggt ccacttcgac cctcgccaga gaggcctgac tgagagccga gtgttagtgg 1500 
ggggactccg ggcacacgta ccctacatct tagaggtgca ggctgttaat ggggtgtctg 1560 
agctcagccc tgaccctcct caggctgcag ccatcaatgt cagcaccagc catgaaggtg 1620 
agctcttttc cttggccttc aggatcccct gcctccgctc ctttgagccc ccttccctac 1680 
tcctgatctc cagcctggtc cacccctgcc gccctcccct caaggctgat cctgctccca 1740 
gggactccta tccccataat aattttcctt ttgcactcta gtgccctctg ctgtccctgt 1800 
ggtgcaccag gtgagccggg catccaacag catcacggtg tcctggccgc agcccgacca 1860 
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gaccaatggg aacatcctgg actatcagct ccgctactat gaccaggcag aagacgaatc 1920 
ccactccttc accctgacca gcgagaccaa cactgccacc gtgacacagc tgagccctgg 1980 
ccacatctat ggtttccagg tgcgggcccg gactgctgcc ggccacggcc cctacggggg 2040 
caaagtctat ttccagacac ttcctcaagg ggagctgtct tcccagcttc cggaaagact 2100 
ctccttggtg attggctcca tcctgggggc tttggccttc ctcctgctgg cagccatcac 2160 
cgtgctggcg gtcgtcttcc agcggaagcg gcgtgggact ggctacacgg agcagctgca 2220 
gcaatacagc agcccaggac tcggggtgaa gtattacatc gacccctcca cctacgagga 2280 
cccctgtcag gccatccgag aacttgcccg ggaagtcgat cctgcttata tcaagattga 2340 
ggaggtcatt gggacaggct cttttggaga agtgcgccag ggccgcctgc agccacgggg 2400 
acggagggag cagactgtgg ccatccaggc cctgtgggcc gggggcgccg aaagcctgca 2460 
gatgaccttc ctgggccggg ccgcagtgct gggtcagttc cagcacccca acatcctgcg 2520 
gctggagggc gtggtcacca agagccgacc cctcatggtg ctgacggagt tcatggagct 2580 
tggccccctg gacagcttcc tcaggcagcg ggagggccag ttcagcagcc tgcagctggt 2640 
ggccatgcag cggggagtgg ctgctgccat gcagtacctg tccagctttg ccttcgtcca 2700 
tcgctcgctg tctgcccaca gcgtgctggt gaatagccac ttggtgtgca aggtggcccg 2760 
tcttggccac agtcctcagg gcccaagttg tttgcttcgc tgggcagccc cagaggtcat 2820 
tgcacatgga aagcatacaa catccagtga tgtctggggc tttgggatac tcatgtggga 2880 
agtgatgagt tatggagaac ggccttactg ggacatgagt gagcaggagg tactaaatgc 2940 
aatagagcag gagttccggc tgcccccgcc tccaggctgt cctcctggat tacatctact 3000 
tatgttggac acttggcaga aggaccgtgc ccggcggcct cattttgacc agctggtggc 3060 
tgcatttgac aagatgatcc gcaagccaga taccctgcag gctggcgggg acccagggga 3120 
aaggccttcc caggcccttc tgacccctgt ggccctggac tttccttgtc tggactcacc 3180 
ccaggcctgg ctttcagcca ttggactgga gtgctaccag gacaacttct ccaagtttgg 3240 
cctctgtacc ttcagtgatg tggctcagct cagcctagaa gacctgcctg ccctgggcat 3300 
caccctggct ggccaccaga agaagctgct gcaccacatc cagctccttc agcaacacct 3360 
gaggcagcag ggctcagtgg aggtctgaga atgacgatac ccgtgactca gccctggaca 3420 
ctggtccgag aagggacatg tgggacgtga gccgggctcc aacagcctct gtgagagatg 3480 
ccccacacca aacccaaccc tcccgatggc tgcattccct ggtcctccgc ctctccacca 3540 
gccccctcct cattaaaggg aaagaaggga atttaaaaaa aaaagaggaa acttgcgggg 3600 
ggcacagagt gtcatctgag gggacctggg tatcagccta aaaataaggg cggcccctct 3660 
agggggctcc agcttacgta ggggggcttg cgcggcaata gctcttttaa agtt 3714 

<210> 90 

<211> 1447 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7515163CB1 

<400> 90 

tatggagatg gcgagttctg ctggctcctg gctctctggc tgcctcatcc ctctcgtctt 60 
cctccggctg tctgtgcatg tgtcaggcca cgcaggggat gccggcaagt tccacgtggc 120 
cctactaggg ggcacagccg agctgctctg ccctctctcc ctctggcccg ggacggtacc 180 
caaggaggtg aggtggctgc ggtccccatt cccgcagcgc tcccaggctg ttcacatatt 240 
ccgggatggg aaggaccagg atgaagatct gatgccggaa tataagggga ggacggtgct 300 
agtgagagat gcccaagagg gaagtgtcac tctgcagatc cttgacgtgc gccttgagga 360 
ccaagggtct taccgatgtc tgatccaagt tggaaatctg agtaaagagg acaccgtgat 420 
cctgcaggtt gcagccccat ctgtggggag tctctccccc tcagcagtgg ctctggctgt 480 
gatcctgcct gtcctggtac ttctcatcat ggtgtgcctt tgccttatct ggaagcaaag 540 
aagagcaaaa gaaaagcttc tctatgaaca tgtgacggag acaatcttct ttcagaccat 600 
gctaaagaaa aaggaaaact ccataaagct gtcaagaaac tccggagtga actgaagttg 660 
aaaagagctg cagcaaactc aggctggaga agagcccggt tgcattttgt ggcagtgacc 720 
ctggacccag acacagcaca tcccaaactc atcctttctg aggaccaaag atgtgtaagg 780 
cttggagaca gacggcagcc tgtacctgac aacccccaga gatttgattt cgttgtcagc 840 
atcctaggct ctgagtactt cacgactggc tgccactact gggaggtgta tgtgggagac 900 
aagaccaaat ggattcttgg agtatgtagt gagtcagtga gcaggaaggg gaaggttact 960 
gcctcacctg ccaatggaca ctggcttctg cgacagagtc gtgggaatga gtatgaagct 1020 
ctcacatccc cgcagacctc cttccgcctt aaagagcctc cacggtgtgt ggggattttc 1080 
ctggactatg aagcaggagt catctctttc tacaatgtga ccaacaagtc ccacatcttt 1140 
actttcaccc acaatttctc tggccccctt cgccctttct ttgaaccttg ccttcatgat 1200 
ggaggaaaaa acacagcacc tctagtcatt tgttcagaac tacacaaacc agaggaatca 1260 
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attgtcccca ggccagaagg gaaaggccat gctaatggag atgtgtccct caaggtgaac 1320 
tcttctttac tacccccgaa ggccccagag ctgaaggata taatcctgtc cttgccccct 1380 
gaccttggcc cagcccttca ggagctcaag gctccttctt tttagggata tgccacatta 1440 
cctgcta 1447 

<210> 91 

<211> 3136 

<212> D3SEA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7516929CB1 

<400> 91 

gcccagaggt gcccagccac accttccttc ggcccaaaag gactttcctg gccgcgccga 60 
accgaccctt cattcatgct gcagtgctgc aacgtttccg ccaccaaggg ggaaaagcgg 120 
ccgcgatctc aaaccaaaca caagaattgg cgtgtgactc atctgcttgg atacctccag 180 
tccccaaact gtgttccagg agttttcttg gccgaagctg cccgatgttt gagccttttc 240 
ttcccagaga agaagatgga ctgaaagctg ccagttgggg actttttgtg atcacggcgt 300 
tgcagcgttt taaaggaggt gatggggctt gcgctggctt gtcttcccac ccaagtgaag 3 60 
agttgatgtt cactggttat gcttagacaa tgtgcagttt gtgttaattt aaaattttgg 420 
gtgggatagg ggcataggct tgtgaagggc agtccggatc cggaggaact cctctttgtc 480 
cctggtagga gagacacccc cagtctatcc tcgatgccgt cagccttggc catcttcact 540 
tgccgcccga actcgcaccc gtttcaggag cgtcatgtct acctggacga gcccatcaaa 600 
atcggccgct cagtggcccg ctgtcgacca gcgcagaata atgccacttt tgattgcaaa 660 
gtgctatcaa ggaaccacgc tctcgtctgg tttgatcaca agacgggcaa gttttatctt 720 
caagacacta aaagtagtaa tggtactttt ataaatagcc agagattgag tcgaggctct 780 
gaagaaagtc caccatgtga aattctttcc ggtgacatta tccagtttgg agtagacgtg 840 
acagagaata cacggaaagt tacccatggg tgtattgttt ccacaataaa actttttcta 900 
ccagatggta tggaagcccg gctccgctca gatgtcatcc atgcaccatt accaagtcct 960 
gttgacaaag ttgctgctaa cactccaagt atgtactctc aggaactatt ccagctttct 102 0 
cagtatctac aggaggcctt acatcgggaa caaatgttgg aacagaagtt agccacgctt 1080 
cagcggctac tagccatcac ccaagaggct tcagatacca gttggcaggc tttaatagat 1140 
gaagatagac tcttatcacg gttagaagtt atgggaaacc aattacaggc atgctccaaa 1200 
aatcaaacag aagatagttt acgaaaggaa cttatagcat tacaagagga taaacataac 1260 
tatgagacaa cagccaaaga gtccctgagg cgggttcttc aggagaaaat tgaagtggtt 1320 
agaaaacttt cagaagttga gcgaagtctg agtaatactg aagatgaatg tacccatctg 13 80 
aaagaaatga atgaaaggac tcaggaagaa ttaagagaat tagccaacaa atataatgga 1440 
gcagttaatg agattaaaga tttatctgat aaattaaagg tagcagaggg aaaacaagag 1500 
gaaatccaac agaagggaca ggctgagaaa aaagaattac aacataaaat agatgaaatg 1560 
gaagaaaaag aacaggagct ccaggcaaaa atagaagctt tgcaagctga taatgatttc 1620 
accaatgaaa ggctaacagc tttacaagag aagctgatcg tcgaagggca tctaaccaaa 1680 
gcggtagaag aaacaaagct ttcaaaagaa aatcagacaa gagcaaaaga atctgatttt 1740 
tcagatactc tgagtccaag caaggaaaaa agcagtgacg acactacaga cgcccaaatg 1800 
gatgagcaag acctaaatga gcctcttgcc aaagtgtccc ttttaaaaga tgacttgcag 1860 
ggtgcacagt cagaaattga ggcaaagcaa gaaatacagc atcttcgaaa ggaattgatc 1920 
gaagcccagg agctagctag aacaagtaaa c'aaaaatgct ttgaacttca agctcttttg 1980 
gaagaagaaa gaaaagccta tcgaaatcaa gttgaggaat ccactaaaca aatacaggtt 2040 
cttcaagccc aattgcagag gttacacatc gatactgaga atctccggga ggagaaggac 2100 
agtgaaatca caagtactag agatgaattg cttagtgccc gagatgaaat tttgctcctt 2160 
catcaagcag cagcaaaggt tgcctctgag cgggacactg acattgcttc tttacaagaa 2220 
• ' gagcttaaga aggtgagagc tgagcttgag cggtggcgga aagcagcgtc tgaatatgag 2280 
aaagaaatca caagtctgca aaacagtttt' cagcttagat gtcaacagtg tgaggaccag 2340 
cagagagaag aagcaacaag gttgcaaggt gaactagaga agttgagaaa ggaatggaat 2400 
gcattggaaa ccgaatgcca ttctctaaaa agggaaaatg ttttgctatc atcagaactg 2460 
caacggcaag aaaaagaatt gcacaattct cagaagcaga gtttagagct taccagtgat 2520 
ctcagcatcc ttcaaatgtc taggaaagaa cttgagaatc aagtgggatc cttgaaagaa 2580 
cagcatcttc gggattcagc tgatttaaaa actcttctca gtaaggcaga aaaccaagca 2640 
aaggatgtgc agaaagagta tgaaaagaca cagactgtac tctcagaact gaagttgaag 2700 
tttgaaatga ctgagcagga aaagcagtca atcacagatg agctcaaaca gtgtaaaaac 2760 
aacctgaagc tgctccgaga gaaaggaaat aataaaccct ggccctggat gcccatgttg 2820 
gctgccctgg ttgcagtaac agccatcgtg ctgtacgtgc caggtctggc cagagcttct 2880 
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ccatgagagc gttccttgag tccgtacacc gtcctccctc tagaagctgg catcacactc 2940 

atgctgggga caaacagaac cattttcttc ctctttacct cttaaaacag cagaagtaca 3000 

agaatacagc tgtagggtca ttgctttaaa ttatataaaa tgcatctgtc tataaagaag 3060 

atataaaatt gtgacttatt ctacgtaact aaactggggc acatggctcg ccttggccct 3120 

ccctgcctgt cgccgc 3136 



<210> 92 
<211> 840 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 7515570CB1 



<400> 92 

tacccgagtc gggccatgag gccgggaacc 
ctggtggggc tgcgggccgc gacgggtcgc 
ggagagaaac cagcagttcc ttctagagaa 
cctgtacttc cagaagaaac acaggaagaa 
gaagctgcct tgaatctggc ctacatccta 
gtggtcacca cagttgtatg ttgggtttgg 
gaccctagca caaagaagca acacaccatc 
gacctagagg tctacaatgt cataagaaaa 
ccagacctga agaatatttc attccgagtg 
tcttgtgact atgacaacat ggctgtgaac 
agcgtggaga gtggatttgt gaccaatgac 
aggagtaagg agtctggatg ggtggaaaat 
actgaaactg acaacaatgg aaaagaaatg 
aaaatacaca gaaggtctat gaacaagctt 

<210> 93 

<211> 621 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7515680CB1 



gcgctacagg ccgtgctgct ggccgtgctg 60 
ctgctgagtg cctcggattt ggacctcaga 120 
gctgaaggtg aggaaacaga gctgacaaca 180 
gatgccaaaa aaacatttaa agaaagtaga 240 
atccccagca ttccccttct cctcctcctt 300 
atctgtagaa aaagaaaacg ggagcagcca 360 
tggccctctc ctcaccaggg aaacagcccg 420 
caaagcgaag ctgacttagc tgagacccgg 480 
tgttcgggag aagccactcc cgatgacatg 540 
ccatcagaaa gtgggtttgt gactctggtg 600 
atttatgagt tctccccaga ccaaatgggg 660 
gaaatatatg gttattagga catataaaaa 72 0 
ataagcaaaa tcctcttatt ttctataagg 780 
agatcaggtc ctgtggatga gcatgtggta 840 



<400> 93 

accatggaac tgcttcaagt gaccattctt 
agcacaggat tgaaagccac aaccactgat 
gtaacagtaa caagtgttac acttccaaat 
aagactgaaa ctcagagttc aattaaaaca 
gatgcatcac cttctaaaac tggtacatta 
acctcacagt ctcaagtaat aggcactgag 
agccggtctt attccagtat tattttgccg 
tcagtatttg ttctggtggg tttgtaccga 
gaaaatggaa atgatcaacc tcagtctgat 
acaatttctc atgagtctgg tgagcactct 
gaggaagtct ctccacacct a 

<210> 94 
<211> 1349 
<212> DNA 

<213> Homo sapiens 



tttcttctgc ccagtatttg cagcagtaac 60 
gtcaggaaga atgactccat catttcaaac 120 
gctgtttcaa cattacaaag ttccaaaccc 180 
acagaaatac caggtagtgt tctacaacca 240 
acctcaatac cagttacaat tccagaaaac 300 
ggtggaaaaa atgcaagcac ttcagcaacc 360 
gtggttattg ctttgattgt aataacactt 420 
atgtgctgga aggcagatcc gggcacacca 480 
aaagagagcg tgaagcttct taccgttaag 540 
gcacaaggaa aaaccaagaa ctgacagctt 600 

621 



<220> 

<221> misc_feature 

<223> Incyte ID No: 751669 8CB1 



<400> 94 
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gaagaagaat ctgagagaaa cctgacgcag 
atatcttcct aagtctttgg gagatttgcg 
ttatccagca tttgggagtt tgctgtttgg 
tggccgdctg ctggtttctg ccatcaatca 
gtgttctgct gtgttgctcc aagcatgcac 
gtggcctgcg tgaaggcagg aatgctttga 
gacacgtaga aaatattttt cacaacttta 
taagggcaaa gagcttttcc atacattttc 
agtggattta tggccttgcc actccactaa 
agaccctggc agtctctctt ttcagtccca 
gcaaagggga agtcctgagc gtcttgtacc 
ccctgggtca gaagctactt gcctttgcag 
tcttcatgaa gcgatttttg ggcccttgtg 
gacaatttgt tcagtttgat gaaaggggga 
tgaataagga ggaaaggagg aagtatgtca 
aaaggaaaaa cctggggctg tttttcctcc 
tgtttgcagc tgtagattat ctgctgtatc 
aaagcttgcc agggtttgag gttcacttga 
cagtcctgaa aatgattagg aagaagcaaa 
agaccccgac tactcctcag ccacatcgca 
gtcactattc atgccggata atagagaact 
ttacagagcc aacttgcagc acctggttat 
ccaggtaaat ggttatgtgg tctatgttc 



ggagcatggg tatctggacc tcaggcactg 60 
tgtctccaag aagccccgga tggatggact 120 
ttgctcttat ttcagtgggc ctcctgtctg 180 
tagcggccgc tgcctcctgg attatcacgt 240 
gatgttttat tcttcttgtc tttctctctt 300 
ttgcagctgg cacagggatc gtcatcttgg 3 60 
aaggtctcct agatggtatg acttgcaacc 420 
cacttttgaa aaaatatatt gaggcaattc 480 
gtgtatttga tgaccttgtt tcttggaacc 540 
gccatgtcct ggaggcacag ctaaatgaca 600 
agatggcaac aaccacagag gtgttgccct 660 
ggctttcgct cgccctgctt ggcactggcc 720 
gttggaagta tgaaaacatc tacatcacca 780 
gacatcaaca gaggccctgt gtgctcccgc 840 
tcatcccgac tttctggccg actcctaaag 900 
ccatacttat ccatctctgc atctgggtgc 960 
ggctcatttt ctcagtgagc aagcagtttc 1020 
aactgcacgg agagattcat ttctggcttc 1080 
tggacatggc aagtgcagac aagtcatgag 1140 
ccaacaattc tcttcaggtc taggatggca 1200 
atgtgacgca gtcctctcag gagtctgagt 1260 
gcctcctttc atctcaaagc caaagagctg 1320 

1349 



<210> 95 

<211> 3868 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> inisc_f eature 

<223> Incyte ID No: 75175 OlCBl 

<400> 95 

ctagtagctg agagctctgt gccctgggca 
cccaccgagg ccatgggccc aggagttctg 
ggtcagggaa tcccagtgat agagcccagt 
acggtgacct tgcgatgtgt gggcaatggc 
cactggaccc tgtactctga tggctccagc 
caaaacacgg ggacctatcg ctgcactgag 
atccacctct atgtcaaaga ccctgcccgg 
gtgttcgagg accaggacgCj actactgccc 
ggcgtctcgc tggtgcgtgt gcgtggccgg 
tcgccctggc atggcttcac catccacagg 
tgcagtgccc tgatgggtgg caggaaggtg 
aaagtcatcc cagggccccc agccttgaca 
ggggaggctg cccagatcgt gtgctcagcc 
ctccaacaca acaacaccaa gctcgcaatc 
taccaaaaag tcctgaccct caacctcgat 
tcctgcgtgg ccagcaacgt gcagggcaag 
gagagtgcct acttgaactt gagctctgag 
gaggggctca acctcaaagt catggtggag 
acctacctgg gacccttttc tgaccaccag 
aaggacacat acaggcacac cttcaccctc 
ggccgctact ccttcctggc cagaaaccca 
acccttcgat accccccaga ggtaagcgtc 
cttttgtgtg ctgcctctgg gtacccccag 
cacactgata ggtgtgatga ggcccaagtg 
gtcctgagcc aggagccctt ccacaaggtg 
ttagagcaca accaaaccta cgagtgcagg 
gccttcatac ccatctctgc aggagcccac 
ccagtggtgg tcgcctgcat gtccatcatg 
ttgtacaagt ataagcagaa gcccaagtac 



ccttgcagcc ctgcacctgc ctgccacttc 60 
ctgctcctgc tggtggccac agcttggcat 120 
gtccctgagc tggtcgtgaa gccaggagca 180 
agcgtggaat gggatggccc cccatcacct 240 
agcatcctca gcaccaacaa cgctaccttc 300 
cctggagacc ccctgggagg cagcgccgcc 3 60 
ccctggaacg tgctagcaca ggaggtggtc 420 
tgtctgctca cagacccggt gctggaagca 480 
cccctcatgc gccacaccaa ctactccttc 540 
gccaagttca ttcagagcca ggactatcaa 600 
atgtccatca gcatccggct gaaagtgcag 660 
ctggtgcctg cagagctggt gcggattcga 720 
agcagcgttg atgttaactt tgatgtcttc 780 
cctcaacaat ctgactttca taataaccgt 840 
caagtagatt tccaacatgc cggcaactac 900 
cactccacct ccatgttctt ccgggtggta 960 
cagaacctca tccaggaggt gaccgtgggg 1020 
gcctacccag gcctgcaagg ttttaactgg 1080 
cctgagccca agcttgctaa tgctaccacc 1140 
tctctgcccc gcctgaagcc ctctgaggct 1200 
ggaggctgga gagctctgac gtttgagctc 1260 
atatggacat tcatcaacgg ctctggcacc 1320 
cccaacgtga catggctgca gtgcagtggc 1380 
ctgcaggtct gggatgaccc ataccctgag 1440 
acggtgcaga gcctgctgac tgttgagacc 1500 
gcccacaaca gcgtggggag tggctcctgg 1560 
acgcatcccc cggatgagtt octet tcaca 1620 
gccttgctgc tgctgctgct cctgctgcta 1680 
caggtccgct ggaagatcat cgagagctat 1740 
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gagggcaaca gttatacttt catcgacccc acgcagctgc cttacaacga gaagtgggag 1800 
ttcccccgga acaacctgca gtttggtaag accctcggag ctggagcctt tgggaaggtg 1860 
gtggaggcca cggcctttgg tctgggcaag gaggatgctg tcctgaaggt ggctgtgaag 1920 
atgctgaagt ccacggccca tgctgatgag aaggaggccc tcatgtccga gctgaagatc 1980 
atgagccacc tgggccagca cgagaacatc gtcaaccttc tgggagcctg tacccatgga 2040 
ggccctgtac tggtcatcac ggagtactgt tgctatggcg acctgctcaa ctttctgcga 2100 
aggaaggctg aggccatgct gggacccagc ctgagccccg gccaggaccc cgagggaggc 2160 
gtcgactata agaacatcca cctcgagaag aaatatgtcc gcagggacag tggcttctcc 2220 
agccagggtg tggacaccta tgtggagatg aggcctgtct ccacttcttc aaatgactcc 2280 
ttctctgagc aagacctgga caaggaggat ggacggcccc tggagctccg ggacctgctt 2340 
cacttctcca gccaagtagc ccagggcatg gccttcctcg cttccaagaa tcagggactc 2400 
caaagccatg tggggccctc cctgccatcc tcctcacctc aggctcaggt aggagaaggc 2460 
ccaagactaa ccctgcagtg ctttccctca gtgcatccac cgggacgtgg cagcgcgtaa 2520 
cgtgctgttg accaatggtc atgtggccaa gattggggac ttcgggctgg ctagggacat 2580 
catgaatgac tccaactaca ttgtcaaggg caatgcccgc ctgcctgtga agtggatggc 2640 
cccagagagc atctttgact gtgtctacac ggttcagagc gacgtctggt cctatggcat 2700 
cctcctctgg gagatcttct cacttgggct gaatccctac cctggcatcc tggtgaacag 2760 
caagttctat aaactggtga aggatggata ccaaatggcc cagcctgcat ttgccccaaa 2820 
gaatatatac agcatcatgc aggcctgctg ggccttggag cccacccaca gacccacctt 2880 
ccagcagatc tgctccttcc ttcaggagca ggcccaagag gacaggagag agcgggacta 2940 
taccaatctg ccgagcagca gcagaagcgg tggcagcggc agcagcagca gtgagctgga 3000 
ggaggagagc tctagtgagc acctgacctg ctgcgagcaa ggggatatcg cccagccctt 3 060 
gctgcagccc aacaactatc agttctgctg aggagttgac gacagggagt accactctcc 3120 
cctcctccaa acttcaactc ctccatggat ggggcgacac ggggagaaca tacaaactct 3180 
gccttcggtc atttcactca acagctcggc ccagctctga aacttgggaa ggtgagggat 3240 
tcaggggagg tcagaggatc ccacttcctg agcatgggcc atcactgcca gtcaggggct 3300 
gggggctgag ccctcacccc ccgcctcccc tactgttctc atggtgttgg cctcgtgttt 3360 
gctatgccaa ctagtagaac cttctttcct aatcccctta tcttcatgga aatggactga 3420 
ctttatgcct atgaagtccc caggagctac actgatactg agaaaaccag gctctttggg 3480 
gctagacaga ctggcagaga gtgagatctc cctctctgag aggagcagca gatgctcaca 3540 
gaccacactc agctcaggcc ccttggagca ggatggctcc tctaagaatc tcacaggacc 3 600 
tcttagtctc tgccctatac gccgccttca ctccacagcc tcacccctcc cacccccata 3660 
ctggtactgc tgtaatgagc caagtggcag ctaaaagttg ggggtgttct gcccagtccc 3720 
gtcattctgg gctagaaggc aggggacctt ggcatgtggc tggccacacc aagcaggaag 3780 
cacaaactcc cccaagctga ctcatcctaa ctaacagtca cgccgtggga tgtctctgtc 3840 
cacattaaac taacagcatt aatgcaaa 3868 

<210> 96 

<211> 941 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<223> Incyte ID No: 7518576CB1 

<400> 96 

tagtcttggg gaccacagaa gatgccatgt gctccacgat gtcggccccc acctgcctgg 60 
cccacttgcc tccctgcttc ctgctgctgg cactggtcct tgtcccctca gatgcctctg 120 
ggcagagcag caggaatgac tggcaggtgc tacagcccga gggccccatg ctggtggcag 180 
aaggtgagac acttctactg aggtgtatgg tggtcggctc ctgcactgat ggagctgggg 240 
accctgaacc agacctgtgg atcatccagc cccaggaatt ggtgttgggg accactggag 300 
acactgtctt tctgaactgc acagtgcttg gagacggtcc ccctggaccc atcaggtggt 360 
tccagggagc tggtctgagc cgggaggcca tttacaactt tggaggcatc tcccacccca 420 
aggcgacagc ggtgcaggcc tccaacaatg acttcagcat tcttctgcaa aacgtctcca 480 
gtgaggatgc aggcacctat tactgtgtaa agtttcagag gaaacccaac aggcaatacc 540 
tgtctggaca gggcaccagc ctgaaagtga aagcaaaatc tacctcttcc aaagaggcag 600 
aattcaccag tgaacctgca actgagatgt ctccaacagg cctcctggtt gtgttcgcac 660 
ctgtggtcct ggggctgaag gcaattacct tggctgcact cctactggcc ctggctacct 720 
ctcggaggag ccctgggcaa gaagatgtca agaccacagg cccagcagga gccatgaaca 780 
ccttagcatg gagcaagggt caagagtgag gggtcagccc cagagtgagg accctctgag 840 
ttggagagga gccagggccc ctcaaccatt tccctacctc cagtcccagc ctctaggtgc 900 
ccccaggcct catgacaact cctagatccc tacatctggt a 941 
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wo 2004/044159 



PCT/US2003/035752 



<210> 97 

<211> 715 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mis cofeature 

<223> Incyte ID No: 7518626CB1 



<400> 97 

tatgagcggc ggttggatgg cgcaggttgg 
gctgctgctg ctgctcggcc tcggactagg 
cccgacctct gcccaggccg caggccccag 
gtgccgcacc agtggcttat gcgtgcccct 
cagcgatggc agcgatgagg aggagtgcag 
cattccactc acgtggcgct gcgacggcca 
cggctgtgga accaatgaga tcctcccgga 
gaccctggag agtgtcacct ctctcaggaa 
ggagagtgtc ccctctgtcg ggaatgccac 
cccaactgcc tatggggtta ttgcagctgc 
caccctcctc cttttgtcct ggctccgagc 
ggtggccatg aaggagtccc tgctgctgtc 



agcgtggcga acaggggctc tgggcctggc 60 
cctggaggcc gccgcgagcc cgctttccac 120 
ctcaggctcg tgcccaccca ccaagttcca 180 
cacctggcgc tgcgacaggg acttggactg 240 
cgagctccgt tgcacgctga gcgatgactg 300 
cccagactgt cccgactcca gcgacgagct 3 60 
aggggatgcc acaaccatgg ggccccctgt 420 
tgccacaacc atggggcccc ctgtgaccct 480 
atcctcctct gccggagacc agtctggaag 540 
tgcggtgctc agtgcaagcc tggtcaccgc 600 
ccaggagcgc ctccgcccac tggggttact 660 
agaacagaag acctcgctgc cctaa 715 



<210> 98 

<211> 553 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7515714CB1 

<400> 98 

agagcaggct tctgaggtct ccaaaatgcc 
tcctttcctg cttctgactc tactgctggg 
acagatgatt cagcctgaga agctcctgtt 
ctgcactgtg acctccctgc ttcccgtggg 
aggccgggaa ttaatctaca atcaaaaaga 
agacctcaca aagagaaaca acatggactt 
agatgtcggc acatactact gtgtgaagtt 
taagtctgga ccaggcactg agatggcttt 
gggaccctca tctctgctgc ctccttcctt 
cagtgagaag eta 



tgtcccagcc tcctggcccc atcctcctgg 60 
acttacagaa gtggcaggtg aggaggagct 120 
ggtcacagtt ggaaagacag ccactctgca 180 
acccgtcctg tggttcagag gagttggacc 240 
aggccacttc cccagggtaa caacagtttc 300 
ttccatccgc atcagtagca tcaccccagc 3 60 
tcgaaaaggg agccctgaga acgtggagtt 420 
gggtgctcct tccttcctcc cctgccacgt 48 0 
tcctgagagg ctcagcttga gagaatgagc 540 

553 
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